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Target  
enrichment 
in class V 

Embryonic expression  
(modified after Ruby et al, 2007) 

miR-309 70.2 1.18
miR-3 67.5
miR-5 66.0 0.84
miR-4 56.0
miR-6 53.7 0.80
miR-282 32.5 53.0
miR-311 38.8 47.4 0.68
miR-286 46.9 35.0
miR-312 29.5 45.8 1.04
miR-9b 26.2 42.6 0.79
miR-305 36.9 41.1
miR-92b 31.1 38.8 26.6 0.79
miR-995 38.8 26.3
miR-310 53.7 34.6 0.75
miR-79 34.6 34.6
miR-92a 40.6 33.6 1.01
miR-14 58.8 1.41
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