Additional File 2. Sequences of the 83 putative platypus venom peptides.

>1 ENSOANTO00000023257 peptide:ENSOANP00000023253 pep:NOVEL protein coding
MLLNIKSILWICSTLIVTNALHKVQVEKSPPVKGSLSGKVSLPCHEFSTMPTLPPSYNNTSEFLRIKWSKVEEDKT
GKDLKETTVLVAQNGNIKIGQGYKGRVSVPTHPEDVGDASLTVVKLRASDAGFYRCDVMYGIEDTQDTVSLAVEG
VVFHYRASSSRYTLNFKEAQEVCLANGAVIASPEQLKAAYEDGFEQCDAGWLSDQTVRYPIRTPRAGCYGDMMGK
EGVRTYGFRVPDERYDVYCYVDHLEGEVFHITSPNKLTFEEAEEECVNQDGRLATVGELHAAWRNGEFDKCNYGWL
ADGSVRHPVTVARAQCGGGLLGVRTLYRFENQTGFPAPDSTFDAYCHKPKONISETTTIELSIPVETGSPNLSKE
SQITPVKATLNPHLVTDTQTNVPPMGMIHEQPQEHTSQTQTATDSTAAESPSVAGSTGGPWQLEPTSSASGPLET
PARPDGGEDIFWTPAVPEGDRPGSLPVGSHHIPDQGVTPTEQIEVGPWVTSLRATVHTPVKESLATGTSVTMTGE
EMVQSATKMPLEAKTESKLKTHVISEERPTGHFGFTVGQDDDSESLRTVWPDQSTLVPTQVPEEFVTVSKTSEESN
VITQRESAEVTEISPVTTLESEEPLTEDTQPWPEGSTHQHTSLAPPSENHTEEKLFFSSPESTSPQKLVEGTATATL
FRSQQOTEGSSQIEEQTAGLEEITISHVLPTSTAWLPTVEREDGTODSFSGTAEGFPGTDAFPKQIYVTEYTGEMT
KHYDVPVSEITDQTSTSVESTEAKRHKEESTMPAVAFETDTTHSTRSTLDLEVITVSKWSLEERNVTISESVESL
EPFNVTELPTAVLTIAGVSEKAEQTTGLAEHTVKSFTPSPDSVESPVVKFTEEPWSSEEKRKASFQSTTKAAVKE
ESIVTDSITEEKLRPLPGTEQPIDEPVERSTIFHELDLKAPRAVTTLHPYEETSDMEGSAFHYNGDAQKPGSVTQ
ATPISEITDFKWDVIGPSVTLGGETAKDKLLTEQTALEATISPGAPSTTITEDAEREPSFSSLATLPSTTLQASE
KVEKQDTEGSAYPTSSGDLGIDGKVPDFEETIPIVKGTTLGTTVHEAISPTDVVTEPSRTLRITPSSRPQVHISPV
TEQELKREDSRSVPPVSPSRSSTTDSITQPOWETSTETKAETFPQESETGSGWLERPHFEHSPNETTVSGSTTGP
LDTVQPTSVSERFTTKEILPAVDEEPGDKTTSDIVIIDESIPPSVPTTPDELTTKEEGIEIDREYFTTSAASVVR
PTGLRKTEESTEALDRQEVSTSKPQTGKKSHPDIIVHVFEVTRNKTGRLSDLSVFGQPIDSESKEEEPCSEVPDE
EHDLLSEILPVLPEIIDLEDFFSEEDEDCENATDVTTSPTLLTTSPTLQFIPEKQQLTTAPKDTKAEEVRRPFLE
SVAPONEFSONGGINPFVLAETGAPGIILPGESKELVEPFEATWKPEIYSETTEPFSSGEPDIYPTEPLNAFANLY
QSRPSEVAESLTQQGPGFHKISGESTKTLTLEFSEESSGDAPVDQESLRTVIPVTTEVGTGKDVGKTLAITSTPST
ATSYATGDSLPEDGSSVLTDDIQPETLSTVESWEKTTPGHVVEVLRSSSVLIPEGSGYLEETITIQASTVATDLLD
SGTLDSQSATKVTSDFSNILLTESVSNISATLIPLREETAYPSGEPTATTSRSAGEMDSSNQVENTEFPETKAESS
KREITSNSVPSIKYLSTQESGOQLLVTELKNSTDRINSIHLEPTTARSILPSTESTEPKTEEINSAFLSTEQNLLW
LEFREYTETKSNTVQDEVQGNPTTSAISLDLSFGDQGSGGIDIATEPTSVTSIPIKGVTGSKEVKTDHEEKEVAST
EPSSVKYTLSPKPTTVILSTESDISLSKTEIVSRTPKEVLSTVEPEEPNHGTELSGAQTIFPMEEGSSDDLGKYL
IAPTTHSITEEEKGIDGGSGDAPFLERGTQRAPFDSATVPTFKRINPTTDSKGPESSTVASVLRLLAETFIVEGS
GEEAPDLSRTLELVPEGPTEKATKIDSPLVEQGSGEVDSLIDTKTTIPPQTLPDVTRGQSAKGGEEIINTDSSDY
SLTAEPTKLVVNTGHEIKVEILDSENQVPSEEKIQELSEPEKTTIATGEIIFELETFAKMTSRSTESPLLTTKET
SISRKESSLGEEDISFISPITPELEEKVGTFTYLTRFTTKPSPSSHPLSATESMKSESVGPNPAGWFMKEEESIT
ONILVTPQGTKPTAKELNADLLFSGQOGSGEEIIPSQPTLDALATSNFINIKDIVSTLKPELSELESSAPNLLVEK
IEQNETEENEGSGLLGPEAEETSEADTLEHITSTMVDGSRGIGAQLLSTPVTLSLDPAAPTSQTVSRDETKPPTS
EMITERVSQGYTLOSETKGTIAFSSLSGTLSPSTDRIFITSTSKESSALYESSGETSGWEFDPEDLEHSTQTAKTE
TTRDVPSSHEENFSEVSPSEAVVTNGSFPALVISPSHSEDSNRYGSTDGSSDGSSDGSSDGSTDGSLDGSSDGST
DNSVDAPTDNSTYSSADASTDKEEKDEIFPITESAVLEILPEITSDKNTIIDLDSTKSTDEDILGIQTETDVEVH
TTPDGNNEEILEVEDNYEQAFNNSLAEEKAEGSGDNLPMTMPNQATSNESEISQGIRRVDHTEYDSGNIMHETTK
VSKLHTETKLEVSLPTVASLALLSTSPSVQQEIKDPDFETKHVATESNLDDNFESSTLSDSQAVADQSDAISTSG
YLDRTPEENEDKKEFVNPSFKPELSSGEGEELIDQSPDVSISSTKLVFQSSTELPHATERSTPTVYTETTLADSAS
EKLYLVSSQTSKSPVTGHLVNVASEQPGITVSITDSREPNLSPEQTLKEVHVDTVATFKPPGEELFHQTESPSWG
TLNAVSESSTVESKPGFVEQVSEGREEAESSASEPTMELEMKTLVDSITTTLPKLSKETTDKESLLVVTTKDGAY
IKIVGENDEEKTIHSGPHLTSTSPSNEILAGVLLHPGQPTTEIPTLPYSTLDINHKSPTGEVVQKDSTTYTTATKK
PVAASNNEFSNQATLNTEQLNTDHVTSSLSPLEASNGTEFLLVNNGDSVEGTAVYIPGLNLCKTSPCLNGGTCYE
RDSSYVCTCLPGFSGDQCEYDEFDECQSNPCRNGATCVDGINTFTCLCLPSYVGALCEQDTETCDYGWHKEQGQCY
KYFAHRRTWDAAERECRLQGAHLTSILSHEEQLEVNRVGHDYQWIGLNDKMFEHDFRWTDGSTLQYENWRPNQPD
SFFSAGEDCVVIIWHENGQWNDVPCNYHLTYTCKKGTVACGQPPVVENAKTFGKMKPRYEINSLIRYHCKDGEIQ
RHLPTIRCLGNGRWALPKITCLNPSANQRTYSKKHFKNSSSAKDNSINSPKHYHPWISRWQDSRR

>2 ENSOANG00000006878:ENSOANT00000010958 peptide: ENSOANP00000010956
pep:NOVEL protein coding
MSLVDLGKKLLEAARAGQDDEVRILMANGAPFTTDWLGTSPLHLAAQYGHYSTTEVLLRAGVSRDARTKVDRTPL
HMAASEGHASIVEVLLKHGADVNAKDMLKMTALHWATEHNHQEVVELLIKYGADVHTQSKFCKTALDISIDNGNE
DLAETLQTAMONQINTNPESPDTVTIHAATPQFIIGPGGVVNLTGLVSSEHSSKTTDETGVSAVQEFGNSSTSVLA
TLAALAEASAPLSNSSDTPVVATEEVVTAESVDGAIQQVVSSGGQQVITIVTDGIQLGNLHSIPTSGIGQPIIVT
MPDGQQVLTVPATDIAEETVISEEPPVKRQCIEIIENRVESAETEEREALQKQLDEANREAQKYRQOLLKKEQEA
EAYRQKLEAMTRLOTNKEAV

>3 ENSOANT00000011763 peptide:ENSOANP00000011761 pep:NOVEL protein coding
MONLAPSCPSSVTTHIFLVVMNKEPANDGEWSGKQPICIKACREPKISDLVROQRVLPMOQVQSRQTPLHQLYSSAF
SKOKLESYPTKKPALPFGDLPPGYQHLHTQLQYECISPFYRRLGSSRRTCLKTGKWSGRAPSCIPICGKTENITE
PKAPGIRWPWQAAIYRRTSGLQGGGSLHKGMWILICSGALVNERTVVVAAHCVTDLGKVTVIKTAELKVVLGKEY



RDEDRDEKTIQNLRISAIIVHSNYDPILLDSDIAVVKLLDKARISNRVQPICLVAPRDLSPSAEESQIATITGWKTI
ITDVKDPGLKNDTLRSGVVRIVDSLRCEQQYEDNGIQVSITDNMFCARQDTTFPSNICPAETGGIAAVSLPGKVS
PELRWHLMGLVSWGYDKTCNLDLEFTAFTKVVPEFKDWIEKNMK

>6_ ENSOANG00000007031:ENSOANT00000011197 peptide:ENSOANPO0000011195
pep:NOVEL protein coding
RGKLGPVAPPRPAMPTRLLLALALALGHLSPLTVATSPSGSASGPPVHSNAIKIAPPVAPGAPVAPLAPLPGGTA
ASPAPPKHQPLDARKPGSPRCAEDGHCPPDEFCAGPGGSHLCQACRKRRKRCLRHAMCCPGNVCSNGICVPSDHD
HEQOPEIDETVIESFTRDHSTLDVHSKRTTLSSKMYHSKGQESSVCLRSSDCAAGLCCARHEWSKICKPVLKEGQ
VCTKHRRKGSHGLEIFQRCYCGEGLSCRIQKDHHLASNSSRLHTCQRQ

>7 ENSOANG00000010859:ENSOANT00000017207 peptide:ENSOANP00000017204
pep:NOVEL protein coding
SSKLCGEFEEQNEGGLLSSRCWPPKVKTINITLGAHNIEKKEETQQHMILLRSVTHPEYKKNPPTNDIMLLQLEK
KAKVTKAVRPLKLPRSLVKLKPGMVCSVAGWGGNLQSKVQPILQEVKLKVMGDEVCTSCYPRNFKNKTQICAGDP
ROYKSSYQGDSGGPLVCGKVAEGIVSYGNKNGSPPRVEFTRISSYLSWIKTTMNSP

>8 ENSOANG00000000713:ENSOANT00000001118 peptide: ENSOANP00000001117
pep:NOVEL protein coding
KPGAMSGKLLREFWLLWGVVSSVSMQERIRLFRRGARIAPVTCMDYTTKKVYQQRESWLRHRGAQLEYCRCDSGLA
RCHTVPGKACSQOMCYNGGTCYQALYFSDEFICSCPSGEDGKQCEINVNAMCYSDLGLTYRGTWSVTDSGADCLNW
NSSALTQKKESGRRPDAIKLGLGNHNYCRNPDKDSRPWCYVEFRKGEYTWEFCSTPLCTQATCGKROQKSPPQYRIK
GGLYTDIAAHPWQATILAWSRKLFKDHFLCGGVLIDSCWVLSAAHCFEERYEPSRITVVLGRTFREASGENEQVL
KVEKYTVHENFDPDTYDNDIVLLKLKSDHCAKETDNVHPVCLPEKGLQLPDWTECELSGYGKHEESSPFYSERLK
EAHVRLYPANRCSSREFLSNRVITDNMLCAGDTRSGGTNGNLDDACQGDSGGPLVCMKDNRMHLLGIISWGIGCGQ
KDIPGIYTKVINYLDWIQKNMRL

>10 ENSOANG00000008025:ENSOANT00000012763 peptide:ENSOANP00000012761
pep:NOVEL protein coding
LLNWVLNSSGLNVSPIFLTVWAIKEVPGIEDYEVVYPEKLHVLHKRNIEEHEDPDKQEKYEPEVQYRIMLHGEGV
VLHLEKAKELLSPDYTETFYSSTGEEVTTGPQITEHCYYQGHILNEETSSASISTCAGLRGYFKLHDQRYLIEPL
KLTDQEEHAVFKYNHMKQDTINSTCAVNDSGQRKVEVQVKASRSGVSLGKDQYMOQKKYVEFFLVLDNTLYQRYG
PDODELRKRVEDMVNEVSMVYKSINVLVELVGIETWTDADKIKVNPDASITLELFKNWRRSVLPRRKKHDIAQLL
TGVVFSEEMVGLAFVGTVCSPFHSVGVIQDHSONRFIVAGTIAHEMGHNFGMTHDTDQCKCPTVTCVMDRALSNN
IPRGFSSCSQLSFKRFLSGKIPACIIRAPNPKDIISTPICGNLLLEVGEDCDCGTPKECTNNCCVAKTCKLKAGG
QCADGECCENCQIRKAGTLCRPVKDDCDLPEVCDGQSRKCPVDNYQVNGEFPCONGKGYCEFMGKCPTLOKQCATIW
GEGVKAADAKCYEMNKVGLMYGHCKKINNSYVPCQPGHYLCGKLEFCSGGSNSLTWEGSVMTEFTTCKTENTEKSDQ
NIDMVANGTKCGAEKVCSNGECVDLAKTYKSANCSSKCKGHAVCNHKLKCQCEEGWAPPDCKNTAVVMTMSIDAG
ENFSIIFLLLS

>14 ENSOANGO00000008023:ENSOANT00000012761 peptide:ENSOANP00000012759
pep:NOVEL protein coding
EVVFPONFPLAHTRTAKKSHEFPGKQEKYQQVVQYQIATKGDEVIFHLOKTRGLLSPDYTETHYSARGEEVTTSHQ
VTENCYYQGYILNERDSTVSLSICAGLRGFFMHHNQRYQIEPLKEFTDQEEHAVFRYGDLEGGPANFTCGVKNSDW
PENPFTSRLSNRQAKQKNFLOEEKYLELFMVLDHAFFKEYDGNLEEIRRTVFETANMINMIYKTIEIYVSLVGLE
IWTDGDKIEVVPNASITLARFAFWRYDVLLKRKNHDQAHLLTGVGLRYPTVGLSYMNSMCNKNSVAITEVCLVSS
NARSNIMVHEIGHTLGMGHTPQSCNCSTGNCVMVRHLSPIFPKDFSSCSQDKLREFLLWRRPHCLLSVPLFKTIV
TKPLCGNHILEVGEQCDCGTPEECTDLCCNAKSCRINMWVKCNGDCCYRCQIKKKGTLCRPAKHECDVPEVCDGR
STHCPKDQFRANGTPCHNGEGYCEFGGECPTLODQCTALWGEGSEVGDDDCYARNQDGKEGGYCKMVKNTEFVPCAK
KDIKCGKIFCKGGSGVTPLHVEVEDYLTCKTFSPTLKAQVAQLPTTGTKCDDDRVCMNGECLELERVYHS

>15 ENSOANGO00000008022:ENSOANT00000012758 peptide:ENSOANP00000012756
pep:NOVEL protein codil5 ng
MKLVDLVSANANISRQLFPLLFFFLVSATSELPGAKQYEVVFPQKLHTLHKRDVKEAEEEANNKEEIYESEVQYH
MKVQGEDIVLHLOQKNKNLLSPDYTETLYSPTGERITTRPOQHKEHCYYQGHIVNEKDSTASTISTCGGLRGYFKHRD
QSYLIEPLKLTDQGEHAVYKYERKEPNRAKRSCGMKYSDSKNDLIRTPRAVKSREEQDFLOQSEKFIELYLVLDNA
LYKHHKENQTVIRTLIFDVTNLLNVIYNTIKVHVALTGFEIWNDADKIKVVONSGALFTNFLNWRRRDLLKRKTH
DHAQFLTGLSFNHQLTGSAASNSICLPTSVSITIEAFRKGKFSLVGVMSHELGHVLGMPDQPHTTKCPSGSCVMNQ
YLSSKEFPKDEFSPSCRSHFEKFLLSKKPRCLLNVPAPESIVTNPICGNGILERGEDCDCGAPEGCSNPCCEAKTCK
LKSQASC

>16 ENSOANG00000011661:ENSOANT00000018475 peptide:ENSOANP00000018472
pep:NOVEL protein coding
QGLOCMKMAGKSAIITICLVGYLFSAECTVFIDRERATKVLHRIRRYNSGKLEEFVQGNLERECIEEKCSFEEAR
EVFENTEKTTEFWKQYLDGNQCDSNPCLNGGQCKDDINAYECWCLPGFEGKNCELEESCKINNGRCMHFCTKSPD
NHLMCSCASGYRLGKDKKSCEPAVPFPCGRAAVALSNKKYTRGENIFENMDLNSTEEEEVNQTNPVTDEVTQITP
VLKKLTRVVGGEDAMKGEIPWQVLLESKGEGFCGGAIINEKWVITAAHCIEPGVEITVIAGEHNVENDDKTEQRR
TVKQAILHPNYNAQISKYNNDIALLELENPLNLNRYVTPICIADKEYTNLEFTKNGVGTVSGWGKVENKGRTSPIL



QTLRVPFVDRATCLQSTKFTISNNMEFCAGYRDGGKDSCQGDSGGPHTVEVGQTRFLTGIISWGEECAARGKYGIY
TKVSREVKWIRDITKQT

>19 ENSOANG00000011917:ENSOANT00000018893 peptide:ENSOANP00000018890
pep:NOVEL protein coding
MRKHRHLPLVATFCLLLASPYIINAQHQEEDVKIGVAADIIFLVDSSWSIGKEHFQLVREFLYDVIKSLDVGDND
YRFALVQFSGNPHTEFLLNTYHANQDVLAHVATMPYLGGGSKTGKGLDYLTHHHLTKASGSRASDGIPQVIIVLT
DGQSQODDIVLPTAELKSADVTVFATIGVQDAEEGELKEIASEPLDMHVENIETFTALHDLVGDLVSCVQTSMTPEM
AGAKEILKDITAQESADLIFLIDGSNNIGSVHESAIRDFLVNFLERLATIGPQQIQVGVVQYSDEPSTVESLNSYS
TKADVLDAVKALRFAGGEGANIGAALEFVVENHFTQATGSRVEEGVPQVLVLISAGQSSDEVDDGVVALKQASTIF
SFGLGAQDADKAELQHIATDESEVEFTTPEFRSLGDLOQEQLLPYIVGVAQRNIVLOPPTIITQVVEVNKRDIVFELIT
DGSSSLGVASFYAIREFLVRVIQKLETITGODLIQVAVAQYADSVKPEFYEFNTFQTKRDIVMALRRVKEFLDGPARNT
GSALDYVRNYFFTSSAGHRAAEGVPKLLVLLTGGKSLDDVHQPAQELKRNGILAFATIGSRLAAKDELEDIAFDSS
LVFSPDEFKNVPLOQGILLNFLAPLRTLSGTMQVHVNKRDITFLLDGSLNVGNANFHYVRDEVMNLVNSLDVGRDN
IRIGLVQFSDTPETEFYLNTYQSKSDLLARLSQLQLKGGSTLNIGSALDEFVLSNHFTEAGGSRINEHVPQLLLLL
TAGRSADSYLPASNALARAGVLTFSVGTSAADQAELEQIAFNPSQAYLMDDFSSLPALPQOLIQPLTEMISGGVE
EVPLAPTETKRDILFLFDGSANLVGQFPVVRDFLYKIIDQLNVKPDGTRVAVAQYSDNVKVESRFADHQQOKAETIL
GVVRKMKIKTGKTLNVGAALDYARRNIFVKSAGSRIDEGVLQFLVLLVAGRSADSVAQPSDYLRRTGVVPEFIFQA
RNADPTELQOQIVLAPEFILAAESLPKIGELHPQIVNLLKSVONGGQPOQDPGEKKDVVEFLIDGSDGVRTGFPLMKE
FLORVVESLDVGPDRVRVGVVQYCERARPEFYLNTYNDQQSVVNGIRSLAHMGGSTLNTGAALNFVLRNIFTAPA
GSRITEGVPQFLILLTADRSQDDVRGPSVVLKRSGMVPFGIGIGKADITEMKTISYVPDFALSIPAFRDLNSIQQ
VISERVSQLTREELEKLEPVVGDIPTRGRGSKRDIVFLIDGSQTARPEFTYIRSFIERLIENLDVGFDTTRVAVV
QFSEDPKVEFLLNAHSSKDEMQOSAVRRISPKGGRQINTGTALEYVSKNIFDRALGSRIEEGVPQFLILFSSGNAD
DDVEEPAGHVKQVGVAPLTIGKNIDPEELVKISLSPEYVESVSTFRELPSLEQKLLTPITTLTSEQIERILSSTQ
LPPPVVESDAADIVFLIDSSDSVKPDGLAHIRDFISSIVRKLNIGPSRVRIGVVQEFSNDVFPEFYLKSHKTQSAV
LDALRRLRFKGGSPLYTSKALDEFVAKNLEVKSAGSRIEDGVPQHLVLVLGGKSQDDVTRPSRVLGSAGIVRIGVG
SRNANRSELQAITNDQKYVFTVRDFRDLSLLESRIINSFGPSQATPPPHPPHPTPLPGRPNKKKADIVFLLDGSI
NFKRDHFQEVLNFVSGIVDTVYEDGDSIQVGLVQYNSDPTDEFFLKDEFTNKEQIMDATSKVVYKGGRHANTKVATL
EHLTRHHFVPDAGSRLDQRVPQIAFIITGGKSIEDAQEASMALSGKRVKVFAVGVKDIDSTEVSGIASNSATAFR
VSTVQELSELSEQVLETLHDAMNEALCPGVPDVSRACNLDVILGFDGSAGQGVLESRVKNILDRITQOMQKISCTS
NQEPTVRVSIMANSASGPVEAFDFSEYQPELFEKFQLLLGQRPYILTADTLKAYQDKFRKSPADSVKVVIHEFTDG
TDENSARLEAASAALQQSGVNALIFVNLEHRDTNEFDNVMELEFGRGFTYNRPLKLSLVDLDYELAEQLDSTAERA
CCGVPCKCSGQRGDRGVLGNIGQKGVPGEGGYRGYPGDEGGPGERGPPGLNGTQGFQGCPGHRGTKGSRGEFPGDK
GELGEIGLDGIDGEDGDKGLPGSSGETGSAGRRGDKGAKGERGERGDVGIRGDPGDSGLDSRQRGPKGQKGEIGP
MGLPGNDGAPGSPGGNGKEGGFGRRGTVGVKGSKGGPGQPGIVGEPGLRGSQGSPGQLGPPGVIGEQGIPGPRGG
AGNPGVPGDRGRPGSLGRKGEPGEPGPKGGNGFRGPRGETGEDGRDGVGSEGRKGKKGEMGFPGYPGPKGAPGDR
GGEGGPGPKGNRGRRGNAGEPGPVGQKGDPGYPGSAGLKGNRGDSTDQCSLIQSIKDKCPCCYGPKECPVYPTEL
AFALDTSAGVNQDAFRRMREVLLRITIENLTIAESNCPRGARVAVVTYNNEVTTEVRFADSKRKSVLLOQKIQNLQG
AFTSKQRSLETVMSEFVARNTFKRARSGFLMRKVAVEFFTNGPTKASPQLNEATLKLYDEGITPLFLTNREDRTLKN
ALQINNTAVGDATIILTSRDYSETLKKILTCHICLDICDPHESCGFGGQRLSFRDRRSAGTNVDLDVAFILDSSDT
TTPFOQFNEMKKYTAYTVKQLELSPNPKSSHLLARVAVLQHAPYEYERNSSTLPVKVELSLTDYGSRDKLVDFLSN
KMTQLHGTRALGSAIDFTIETVFESVPNPRDLKVLILMLTGEVKKQELESLQRVIIDAKCKGYFFVILGIGRKVN
VKDIYSLSSEPNDVFFKLADKPTELNEEPLLRFSRLLPSFISSENAFYLSPDIRKQCDWFQGDQPAKNPVKFGQK
QLHVPNNVTSSITTKPLSTOPNPVSTTTNPVSTPSLTFRVTILTNQPLVLAQKWALELRWIDPIPRPTMRAHEGP
LNYPKYVEISAYVIHQQAKHSSADLSIKLPETSCTLPFQCCFRAFVSVILKACPQKTKAKGSREIQVEFDITENSA
KLOWVNPEPSSPYIYDITITSAHDHSLVLKONITSTERVIGGLRTGQKYQVVITGYLKSQARISYAGSFTTKKAQ
SSPPPPAPPKSASTSTVNLMVNTEPLAGAEAEICKLKKEEGTCRKFILKWYYDSETKSCARFWYGGCGGNENREN
TQKECEKVCIPGHINPGVVATIGT

>new 24 21294 aa:FAL1Q0V_TROCA-:402..450:E=7e-12
XCGKPQLLNRIVGGEDAKDGEWPWIVSIQKNRTHHCAGSLLTDRWIVTAAHCFKGSPDLSLLTVLLGAWTLTTPG
POQALRLSVAEVRPHPVYAWREGAPGDIALVRLASPVPFSEHILPICLPEASVPFPPETLCWIAGWGSIRDGVPLP
PPKKLQKLEVPITAPETCSHLYRRGGGQODTITPDMLCAGYREGKKDACLGDSGGPLMCQLEGSWLLAGIISWGE
GCAERDRPGVYIPLTAHQAWIRETVQEAQFLRPKLGGARATGPGAPKGLGGYRTRQGRAGALSPQTRKP

>27 ENSOANG00000002526:ENSOANT00000004001 peptide:ENSOANP00000004000
pep:NOVEL protein coding
CTGASAGERCQAPNPCLSSPCKNAGTCHAVLRGNIVDYTCSCRLGFSDRLCLTPEDNVCLNNPCRNGGSCDLISL
TEYKCRCPPGWSGKTCQQSDPCASNPCANGGHCLPFESSFVCKCLPGFHGONCKMDINECNQNAAICRNGGSCIN
EIGSYHCLCKPAYTGPNCENLEVPCNPSPCONGGTCRQTGDTTYECTCLPGFTGQNCEDNVDDCPGNNCKNGGTC
VDGVNTYNCRCPPEWTGQYCTEDVDECQLMPNACQONGGTCHNTHGGYNCVCVNGWTGEDCSENIDDCANAACFEG
ATCHDRVASFYCECPHGRTGLLCHLNDACISNPCNEGSNCDTNPVNGKAICTCPSGYMGPACNQDVNECSLGANP
CEHAGKCINTLGSFQCQCLQGYSGPRCEIDVNECLSNPCONDATCLDQIGEFQCICMPGYEGVYCEINTDECASS
PCLHNGECIDKINEFHCQCPTGFNGHLCQFDMDECASTPCKNGAKCVDGPNAYTCECTEGFTGTHCEVDINECEP



DPCHYGTCKDGIATFSCLCQPGYTGHRCETNINECQSQPCKNGGTCYDRNNAYNCMCLKGTTGPNCEINLDDCAS
SPCDYGKCLDKINGYECACEPGYTGSMCNININECAANPCHNGGTCKDGINGFTCVCPEGYHDLTCLSEVNECNS
NPCIHGKCNDGLNGYKCDCDPGWSGTNCDINNNECESNPCMNGGTCKDMTSGYVCTCREGFSGPNCQMNINECAS
NPCLNQGTCIDDVAGYKCNCLLPYTGLTCKEVLAPCANSPCKNGGECKESEDFESEFSCICPTGWQGQTCEIDINE
CVKSPCRNGATICQONNNGSYRCNCKAGYTGRNCETDIDDCQPNPCHNGGSCSDGINNAFCHCLAGFRGPQCEEDIN
ECASNPCKNGANCTDCVNSYTCTCPSGEFSGIHCENNTPDCTESSCENGGTCVDGINTFTCLCPPGFTGSYCQHDT
NECDSRPCLNGGTCQDSYGTYKCTCPQGYTGLNCONLVRWCDSSPCKNGGKCWQTNNLYRCECNSGWTGLYCDVP
SVSCEVAAKQQGIDVTNLCRNSGLCMDTGNTHYCRCQAGYTGSYCEEQVDECLSNPCONGATCTDYLGGYSCECV
TGYHGTNCSEEINECLSHPCONGGTCIDLINTYKCSCPRGTQGVHCEINVDDCHPFTDPITRGPKCENNGKCVDQ
VGGYSCNCPPGFVGERCEGDVNECLSNPCDPRGTQONCVQRVNDYKCECRQGYTGRRCDVVVDGCKGKPCKNGGTC
AVATNTGRGFICNCPPGFEGATCENDARTCGSLHCONGGTCVSGHKSSKCLCLPPYTGPECQYPVSSPCLSNPCY
NQGTCEFTPEAPFYRCHCPAKFNGLYCHILDYSFVGGVGRDIIPPLIEENCEIPECKKDTGNKICNGKCNNHACG
WDGGDCSLNENDPWKNCTQSLQCWKYENDGNCDSQCNNAGCLEDGEDCQKVEVQCNPLYDQYCKDHFRDGHCDQG
CNNAECEWDSLDCAENMPAKLADGTLVVVVLTPPENLKNKSFKFLRAISRVLHTNVVEFKIDDEGESMIYPYYGNE
EELKKHLIKRSTKGWGDGGKTSLYSEVTGRQRRELDQMDIRGSIVFLEIDNRQCIQSSSQCFQSATDVAAFLGAL
ASMGNLNIPYKIEAVQSETVESTKSSQLHLMYVVGAPLVILVLVMVGVVMSRKRRREHGQLWFPEGFKVTESSKK
KRREPLGEDSVGLKPLKNASEGALMDDNOQNEWGDDDLETKKFRFEEQAMLPDVDDQADHRQWTQQHLDAADLRIS
SMAPTPPOGEIDADSMDVNVRGPDGFTPLMIASCSGGGLETGNSEEEEDAPAVISDEFIYQGASLHNQTDRTGETA
LHLAARYSRSDAAKRLLEASADANIQDNMGRTPLHAAVSADAQGVEFQILIRNRATDLDARMHDGTTPLTLAARLA
VEGMLEDLINCHADVNAVDDLGKSALHWAAAVNNVDAAIVLLKNGANKDMONNKEETPLFLAAREGSYETAKVLL
DHFANRDITDHMDRLPRDIAQERMHHDIVRLLDEYNLVRSPPLHNGPLGAPTLSPPLCSPNSYMGNLKPAAGKKT
RKPSTKGPGCAGKDPKDIKARRKKSQODGKGCLLDSSGVLSPVDSLESPRGYLSDVASPPLMASPFQQSPSVPLNH
MPGMPDTHLSLSHLNLAGKQEMAAALGGANRLAFDAAPPRLSHLPVSGPGAALGGGSVNFPVGGAAPLAGQCEWL
SRLONGMVPNQYNPMRGNVQAGAHQPAAPALQHGLMAPLHGGLAAAATTTTLSOMMSYQGLPNTRLTAQPHLMQA
QOMOOMOOQONLOOQLOOONMOQPQOQOQHLSATPGASSHMGONFLSNELSQSDVQQLGGATMAVHPILPQETQT
LPTPLPSSLAQPLTTTQFLTPPSQHSYSSPLDNTPNHQLQVPDHPFLTPSPESPDQWSSSSPHSNISDWSEGISS
PPTSMQSQIAHVPDAFK

>28 ENSOANG00000009837:ENSOANT00000015601 peptide:ENSOANP00000015598
pep:NOVEL protein coding
QVSLQYLSGSKWHHTCGGTLIDNNWVMTAGHCIGHTGEYSTMELGDMFLSIRNSDSLLLYIQQTTTFREDRVQVP
NDIALIKLAQPVSLSSKIQLACLPPANAILPHNFACYVTGWGRLOQTGGALPDILQQGRLLVVDFETCSSSGWWGS
SVKTNMVCAGGDGVISSCNGDSGGPLNCLGDNGQWEVHGVVSFGSALGCNYYRKPSVFTRVSNYNSWINEVIASD
>29 1]126 aa:CRVP TRIST-:13..51:E=2e-11
MEEEGMVDSVKGSREVKEDONGVGAIGLGKKEKQKLLTIGFIVVSQLSPSRSTHKSMDVSESSLSTSNPQVQOKET
VNKHNALRRQVSPPASNMLRMEWS PEAAKNAKAWADQCTLQHSSPEKRVTX

>32 ENSOANG00000015818:ENSOANT00000024943 peptide:ENSOANP00000024939
pep:NOVEL protein coding
TCSICLDLLEDPTSLECAHNFCSTCITDYCSTETQODAQCSAQPRCPECRSPFQRDQCVPDTRLRSLVOKEKSRQQ
KMLTFFQEAKEKEPKALKLVDCCPSEGPILNIDALNHCLRNPKVODTPVCLITVLGEQRTGKSFLLNOMLLALKA
MESGODSWRPOQGGEDLQGFQWGGGSDTITKGLWIWNKPFLRIRSGKWVAVFLLDIEGSMALDECKESNVKLSALT
MLLSSYQILNVFRILKEADLEYLEMFLHVAETIGEICGMEAVQTFRPFPFPPVRCSAPLTAPLLLQHLDILVRDW
GYSEEFGWAPGKAYMNDITQKQKRKHPKVWKMLOQEARTQCYLLPFAGKNMATKKGGNTAGNTHMDAEFCSSLHAY
VIHVLESANNHAKRGQKGPLTGNQLATATEVLSDLMKHEKFGEFSSPVEKATQQOHNLDLKONKFKEFEEFLGKQNE
ATKPLFSALRIRPNTMKACLAKERDSILASFSEAYIGKDQRWAVETLQEKIQAKEETFLKAYFKRYCGHVAAAGG
TAAGVLALVGAGVGAGVAAAVVAAEAVPLMSAGIAGAWARVVGG

>33 ENSOANG00000013614:ENSOANT00000021475 peptide:ENSOANP00000021472
pep:NOVEL protein coding
DNPQRKRDYLCLAPLWLALVTLAAAGVLIWYFLGFKEEGTSSRLYSGSVAVLDRQFFPDLANHESGAFRSETAKA
QIMLKELISATRLSAYYNSSTVYSFGAKPLTCFFWFILQVPNSKVQKMSPDWVKEVLVDELKARANASDALPQDD
QYEMDPGTLTLLEASLRDIIVLNSTLGMLCCSVSFSLLGAGEGRGVMGELGLGEEDLYRLPQAQKLRESKRERQW
GQLEERRGNGGARSILGDCRGRRERLILLLYGCSRVEPALDVLSSGPVMSVVWKKGLYSYDDPFTLAAQAVPEQV
CAVNLTLEESLELQGPIRTPYYPSYYSPSTHCTWHLKVPSPDYGVALWEDSYALQRGKKSGLCTQGQOWT IQNRRM
CGQRILNAYAERIPVVTAAGLTINFTSQISLTGPGLQAHYSLYNTSDPCPGAFLCPLNGLCVPGCDGIKDCGSGM
DERNCVCPAKFQCPEDSACIALPKVCDRHLDCVDGSDEQHCNHTVPCGAFTFKCADGSCVKKPNPQCDDLPDCPD
QSDELHCDCGLQAPTNRILGGENSVEGEWPWQASLOAQGRHICGGSLIADRWVLSAAHCFQKDSLALPAVWTVYL
GKLQONSSRASEVSFKVSRLLLHPYYEEDTHDYDVALLQLDHPVVRSPVVRPLCLPAPTHFFEPGLKCWVTGWGA
LREGGSFSNTLQKVDVQIVHODLCDEAYRFSITPRMMCAGYRKGKKDSCQGDSGSPLVCKEPSGRWEFLAGLVSWG
LGCGRPNYFGVYTRISRVLDWIKQEMS

>35 ENSOANG(00000014841:ENSOANT00000023374 peptide: ENSOANP00000023370
pep:NOVEL protein coding



FSVIGPAEPILALEGGDAEMLCHLSTKESAEDMEVRWFQSHPSNIVHLYEYGEEKFGROMEEYQGRTKLVRDAID
YGSVAVRIRNVRVSDEGQYRCSFENGVYDEEATLELQVVGLGQEPVLSHSCPTDHSSPHLRFQGGESDHLLNMKW
QODIAGQRODMGEREVHEHPTPCHTQPSTHTYTRSMGILCCNNNNPIEGAQDPQSFLLPSPLFPTALSLIVALGVI
LPVLGLLTAGGLYLIWKHPRDKAGKGSRPDREGRDROQMRTHPTENEHSSQSGMQKNLKNKLALYKLCWGKSQRMP
NFRSQKSAERSFKVVPIPDHMESVYQLNEGVKKQCGHVCPLEQGGVGRVIPGNQSGNSSGTKCWEVEVGEKRSWY
LGVCRENVKRKWWISASPENGFWTVEKIEDRSWARTASRPRLPLTIPRPRRVVVYLDCEAGDVSFYSGTDGCHIYT
FPRAAFSGTLRPFFYLWSSDPVPLT

>37 1150 aa:VSPL BOTAS-:203..252:E=1e-23
GDSGGPLVCNGKLQGLVSWGTEFPCGQPNDPGVYTQVCKFTAWIRKTMKEN

>38 11419 aa:9gi|68566091|sp|Q5R231.1|ACTP1 ACTVL-:131..177:E=1e-10
XYNRLRESGVHSLSPSRSPGPPAPSTWRDRRGEAHMEQTIEQLVHQVDSRRCVGIEVTNGMSLEFHSVRATPPGG
EWAMVSKAADKSGMIRMEERPGIWQGLISRPQLSSPDANPLEGDAANVAPGTAGLPVTGRPRAGVGLKVQOMPESL
RLGQTLRILWPPQVPLATAPAPRDPEAGPETYCYSGHTHLPPSPIIPPKTKRHCIFVKTDGAPRGSVGLLVYKIR
ILNLSLAILFSNPYDYNLYSTIEFAVALYERDMAGTELDVLYDHIYKQKEQGSLKVAKRKLGSTQEPLVLKERGVRV
SATMSNDAKAVIRAVPLSSVYPRSLLLLSFPLPLONTTTTNKMSVKHFLFAEHWAKHSPAASASPPIGWVNTASL
INRLIKRSLLLPCIIGTFTNRIVDIYVWYRCKPYPGHLQVSFEDL

>42 ENSOANG00000005496:ENSOANT00000008735 peptide:ENSOANP0O0000008733
pep:NOVEL protein coding
VIDFESSDKSGDLLGDSYIHPKYVELAVAVDNARYRFRESNLSTVIQDTIQIVSYMDSYFEKMKAHVELKALEVW
TDNDKVNTSHKKLSRILGEFSVYQDKVLYPRTQHDFAHLFVRRYYSDAVGWAFVASACMRKYMASTSTLAGPYLL
SSSLYSTHELGHGCGLGHDYRYCQCSAKRCIMFSRGSTPKGGFSNCSEFNYFFNFVSKTATCLNNIPVVGEFVEGRC
GNKVVEGEEQCDCGTESECKKDACCRPDCTLSPGAQCISGACCRRCQFVPAKMMCRRROSECDLEEYCNGTSNLC
PEDVYKLDGTPCSDGAICYHGGCHSRLRQCRNLFGKEAKTAPLLCYKEVNEKVDREGNCGLSGRGYKKCSVRDTL
CGRVQCVNVMTVPSMPDHTSVIQTHVKASNTTCWGTDYHVSMHTLRIADMGDVKDGTEFCGTGLICIKRTCLNMSL
LSYNYEPOMCNHRGVENNKRNCHCDRGWEPPFCETPGEGGSIDSGPVGTLPVAKTYKIWPVFIIRSTLEFVALEFIA
TSV

>43 1146 _aa:VSP10 TRIST-:151..199:E=6e-12
XVYPDVLQCASVHLVSQEACKRAYPGQITDNMICAGEHDGGKDSCQ

>44 ENSOANG00000010997:ENSOANT00000017426 peptide:ENSOANP00000017423
pep:NOVEL protein coding
VSDKCSGLKVVGRCRASMPRWWYNSTAQICQPFIYGGCGGNDNNFLTQDGCLOQACTGPSGLGTGYTWHRASRERL
GANSRVSGPGAVQRNGELDKDPEFNYDDHCAASAMTGPCRAAFPRWYFDAQKDACVSFIYGGCRGNRNNYLTQRDC
MASCHEGNERRMLVPGSKAAVLAVVLAGMAAALLGVMVVVEVRMARGAQSGAFDTIWTPVDDKEYLVKNAYTL
>46 ENSOANG(00000012854:ENSOANT00000020334 peptide:ENSOANP00000020331
pep:NOVEL protein coding
HARIVNGEEAKPGSWPWQASLODASGWHFCGGSLINSQWVVTAAHCEVTKNDFVILGEHDRSSGEEVIQKMAVEK
VETHPDWDNYYIKNDISLIKLASPVNEFSQTVSPVCLAEAGEDYESGALVVTSGWGKTRYNALVTPNQLQQTSLPL
LSAPECKTEFWGSKIDENVMVCAGAAGSSSCMGDSGGPLVQKRDGAWYLVGIVSWGSSYCSTSTPGVYGRVTAFRD
WVDQITADN

>47 ENSOANG00000011269:ENSOANT00000017858 peptide:ENSOANPO0000017855
pep:NOVEL protein coding
RSYESIVKHNQPCGGFKIKQLEEEAETVALEIRRLOAEMEEDDVSFLMKHKSRKRRLTCTAEPEPVQSGLLIDLS
QALDSLQFRVWKKMLNIVEAVPFSFDPNTAGGWLSVSDSLTAVTNQGYRVPVENPERFSSAPCLLGSRVLAHGAH
TWEVEVGTLPSWRVGVTRALPGARPLQSTAHDARAGFWFVARARGLEGDQLVASEPAAASPLCLQLPRRLRVELE
CEDGELSFYDAERRRHLYTFHASFGPVRPYFYLGGT

>48 11180 aa:VESP LACMU-:51..148:E=5e-21
XNVTLDPHTAHPQLVLYEDRKRVTLRDTRRYLPYKPERFNDSACVVGRESFTSGTHCWEVEVGEATRWSLGVCRE
NVRRKGGTSESPADGEFWAVKKDYDGYYALTSPRVPLPLTTSPSQVVVYLDFEAGDVSEFYSGTDGSHIYTFPHAAF
SGTLRPFFRLYRVYDFLTICPVAAPSQETP

>49 1149 aa:CRVP2 LAPHA-:92..138:E=2e-22
XTNCGENLFMSSSPNSWSNAIQSWYDEVKDFTYGKGAKTANAVIGHYTQ

>50 11185 aa:VESP_LACMU-:58..153:E=2e-25
XLGSNPHIHLEGYKDGGIQLGCSSAGWYPEPQVOWRDAKGKMVPSLSKSQPHTLNDLEGVASSVIVQEDSVGTIT
CSIRNPLLNQEKGAVISTAGKIQAKLSWRLAQLHAVDVTLDPDTAHPELTILSEDLKRVTRGDTRQTLPDNPERED
VFPCVLGHEGFTSGRHYWEVEGCSCLCPHFLCCSP

>51 ENSOANG00000012443:ENSOANT00000019691 peptide:ENSOANP00000019688
pep:NOVEL protein coding
MVGFPASSMPSCLVHLLLFLLLPKDMLGSAQFSVIGPDKPILALVGGDAELSCHLNPKRSAEHME IKWLQSQSLN
ITHLYDNGQDNNNVOMDKYQGRTELVRNDIKEGRLALRISEVRATDDGQYLCIFNEGPLSEETTLELQVAEMGSD
PHIRLVGHEDGRIRLECSSAGWYPEPQVLWRDAREETFPSLSKALSQTADGLFGVAASVIIQEGSMGTVSCSVQON
SCLSREKISAFISISAPLFPMALSLMVALGVTIPLLGLLTIAGGLYLIWKQONRDKALQFRPKPTTPYPHPAIQFLE



CNHNPSRAKLLIELTWILGSLHHSSDASFLCSLAGWSQAQLHKGNITILDPKNGLSLYLILYGEFETRWKWEMRKG
NCONTLRRFYRCACVLGQENSRQGDCWEVKVGDKMGWHGICRENVKRKGWIFVLPEEGFWTVEKNEDGYWARTSP
WTRLSLTKPPHRVAVYLDYEAGVISEFYSGTDGSHIYTFPRVTEFSGTLRPFFWLSSTDPIPLTIFSV

>56 ENSOANG00000004530:ENSOANT00000007184 peptide:ENSOANP00000007182
pep:NOVEL protein coding
RAFEEEGSQGSGFLLAALGRLNGRQRAHARHDDWGEFSSSEVVIPRRLTPRGGEAEEPGRLSYLLPLEGRRHVLHL
RPKKLLLPRRLPVFTFTARGELLEEQPYVPHGCYYRGAVEGAPGSLATFSTCFRGLWGMLRLHGRLYQVEPLPAS
ATFEHRVSRLDEKAPGNLTCGLTFREIVRQEPQVWLPPSYGKHWNTSYVHPKYAELAVAVDNAMYQFRQSNLSRV
IEDILTLYNFADSHFQELKAHLFLKALEVWTDRDKVNTRVSTILSVLREFSSYLERDMYPRIRPDLAHLEFVFEKRY
SDGRAWSYHDSACNPSKMGSISSLIDFSLPNCGKWFTHELGHGFGMQHDENYCKCNASTCLMGPHDYNHGGFEFSNC
SFNEYFTFTSRSASCLNDVPEHLFIVENCGNKVVEKGEECDCGSEEECEKDACCLSNCTLSPNAECAYGLCCKGC
QIVPATTVCRPRONECDLDEFCNGTTALCPENMYKQODGTPCSDSAVCYRGMCRSHLRQCKALFGKEALDGPLLCY
TEVNEYIDRFGNCGLEGNGYRECLVRDALCGRVQCINVKTVPSMPEHTSVIQTHLKANDTTCWGTDYHAPMQTLK
IADVGNVEDGTTCGPGLVCINRTCVSLSLLNFDCLSEKCNNRGACNNKRNCHCTEFGWAPPEFCDTPGDGGSVDSGP
AGNWVDEATTFHIWPVFPIRIVLFVASLILAAVKSMKFREKAPLEETRHLSAPPAD

>57 21488 aa:9gi|82189787|sp|042138.1|VMED AGKCL-:574..609:E=2.82e-27
LKARTFLKALEVWTDRDKVNTKHPELLPILDEFLPYQENNIYPRVQODLAHLFLLKTFPDALGWAYLGTACNAKW
MGSISSLPGKLLFEPSLWEFSHELGHICGIAHDGEYCTCQRLKCIMGASGRLHGAFSNCSFADFFTSTSQFASCLN
NIPEQFLVVEKCGNKVVEWGEECDCGSERECEKDACCLSSCKLSPGSVCVSGLCCKRCQFVLAKKVCRPRQSECD
LDEFCNGTSNMCPEDVYKQDGTPCSDGAVCYHGSCHSHLGQCRALFGKEAMVAPLLCYEEVNGYVDRFGNCGLEG
NRYRKCAVRDMLCGRVQCVNVKIIPSMPDHTSVIQTHVKASRTMCWGTDYHAAMHTMRIVDIGDVKDGSFCGTGL
ICINRTCLNVSLLNYDCEPQKCNHRGVCNNKRNCHCDYGWAPPFCETPGDGGSIDSGPAGKPVAAKTFQVWPVET
LRITLEFVAALTILSSTQLMKFEKKASLKEMEKKSKKRLK

>59 ENSOANG00000007480:ENSOANT00000011909 peptide:ENSOANP00000011907
pep:NOVEL protein coding
VSPAHQSPRPCSFLTVSLSVTAQFSVIGPAEPVLALEGEDTEMHCHLNPKKSVEFMEARWFRSQPSNVVHLYDSG
AELFGEQMEEYQGRTELVRDAMDYGSVAVRLRNVRVSDEGNYLCSFYDGNSDDEAPLELQVVVSNVGVSPDLGTV
KSRDRTLFWWSQPSLHPSPTALVSIPTTNSADSPVMYFIFCLPLYHAVCAPQTTREFSALHSTLLCTQEGRPGNSV
SAPLFPSGLSLMVALGVTLPVLGLLIAGGLYVEFWNQHRDKEGSLTSFCSEFSGKLOMELKWSLEFQLHEASVTLYPD
TAHPGLVLSEDRKRVTVGDKRQDLPDNPERFSHNSCVLGRERFTSGRHCWVVEVGERRVWYLGVCRENVRRKAGT
SVSPALGFWTLEKYGDGYWAHTSPRIPLPLTTRSRRVVVYLDCEAGAVSFYSGTDGSHIYTFSHAAFSGTLRPFF
WLWSSDPAPLTICPV

>60 2|398 aa:VESP OPHHA-:146..157:E=2.44e-08
MKQSGLGSRTPIPTAFHPSASPLIIPPIRPAVALAPNRGDSASVTEPGIPLPAVDVTLDPSSADLYLIVSEDKKA
VRSVGKKLDLADLEDREFDNPFAVLGHQREFDRGCHYWEVGVEGKTRWTLGLCKQSTIPRKGRYISASPESGFWALSP
KNTDNYQALTSSRAPIYVIEPPRAVGIFLEYEEGRVSFCNVTEGTWLYTFKASFTETLRPYFYPGPLSKGKNVNP
LITLPRPREGRGARSDGPSTQESKPLMDGDGGETGARRSDATHPRSHGSPPSDPGSAPRSSDSRPTIASPSWAWD
RGEQPDNLGSTAKLGTVPPAQSERLTDTRALDEAPDCSTDRSIRHPAEKPGASPAVIQPTRFAPLMPTYSPHLRFE
IRLAANPSAASYLRPSGRHPLHT

>61 21140 aa:VSPP_CERCE-:199..241:E=2e-08
XSLICKMGIKLVNPICNMDCVQPINLHLSQPLVQCLAHMPLPPPYKLQEVQITIFKLEECQPIFHIVSHEIQKDM
FCAGDKKKWQDSCQGDSGGPLACKINGAWTLIGVVSWGIRCATPNFPGVYTNVSYYRDWIDRRMS

>62 ENSOANG00000007093:ENSOANT00000011287 peptide:ENSOANP00000011285
pep:NOVEL protein coding
MVILLLLAAMLPGAATVISCYGDTGKPVDWFAVYKLPELPDSRARSGMSYMYLDGKTEGWREGTGLINSTQGAVG
RTLOPLYRGNASQCDGLAFLLYNDQPPKGSGVKDKASRGHTKGVLLLDKDGGFWMIHSTPHFPPPASTTYSWPDT
ARPKGQSFLCVSFSYSQFQEIGKQLAYTFPLVYNYSVEGTFAQDLPELLAASQGHHVKSAPTAAWHSLPLAGRSS
SALPNLVPLOMVRPGWLASALGSDLDVQFWPNSPGVLPSNCSGPFRVLNVVHTAFPPPAGPTEFSATLDHSKWCVA
ARGPWTCVGDMNRNQGEEHRGGGILCSRLPALWKAFQPLVQKCQPC

>63 1/263 aa:BLTX BLABR-:187..230:E=2e-15
AHISSCLQDVSTWMSARHLKLNMPKTELLIFPPKPCPLPDFPVTVDGTTILPISQARNLGDIVDSVESEFTPHIQS
VTINICRSHLHNIAKIHPFLSIQTAIVLSILHSTARITFLOQKCFKNVAPLLKNLOQWLPVDLRMKQKLLTLGFKAVH
PVAPSYLSSLLSEFYCLPPIFPSELQCVELQILPNEICDLAHPEKVTEFMLCAGLMQGGKDSCQGDSGGPLICNNT
LOGITSWGHFPCGLPGKPGLSTKVFAYLDWIAKTMEDN

>64 ENSOANG00000013077:ENSOANT00000020676 peptide:ENSOANP00000020673
pep:NOVEL protein coding
SRHRLVLLIPAQMITFLLFLPHLLONSLVSGAEGSTSARDLVGIVGGQDAQKNKWPWQVSLRHRGQHLCGGTLIH
RRWVLTAAHCEDCEFDKISAYDVQTGAWKLDQADPAKLTPVKNIATHNNYLKNDLVGGDIALVELGRAVDKSGWNK
DIQLPEAMAQLTKGMPCWVTGWGY IGEKDKLPPPRTLOEAQVPIFNTSVCKKNYFKINRLILDDMLCAGYKKGKK
DSCQGDSGGPLACETTSKGNWTLVGVVSWGNGCGRSRFPGVYVNVSYYKTWIQEKIRQ

>66 11427 aa:VESP _OPHHA-:130..157:E=6e-24



MIATASEVQLTCEAALEGRSATRIPVEEAQQQAEALLDCRIATDEEWAQFGGTLFIAPTAALVDWKMRGECRTED
HPRQQPSVGGLGASQEPHVKMHKILMGRTVSTHFANVTGHTDNQEEISEETALSGATCESPSFQLEPGEIKSDGET
EEEEEEEEEERGHLREFSTIEERLLQRAWPSSELPVFLRKGRAWNTETSKRRRWLPSANPVEAVIAVLVGSEEIYLA
KPTSLSREDRGHPDPGQSFRSKDGTQENRKGLTPVTLDPRTAHPCLILSEDLKRTSVGDAHQKLPDNPERFTSWE
CVLGREGFATGRHYWEVEVGEQGGCAVGVARESVKRKGGVRFDPGEGVWAVEFCQGQAWALTSPMTPLDLPRGPR
WVGVALDYERGQVSFSDAETQVPLFTEFNAVFTERVRPLFWLCGRGSRLALRP

>71 ENSOANG00000001418:ENSOANT00000002247 peptide:ENSOANP00000002246
pep:NOVEL protein coding
MKSLLMFLLSLLFPPGAGAGEIIGGREVKPHSRPYMAYLKYYKNGKVHECGGFLVRKDEVLTAAHCRGSKMGVLL
GAHSTAYREATQQRIPVAEKFSHDYNNRTHVNDIMLLKLAHAANMTKEVNVIRLPLPVTNVKPGTTCSVAGWGMM
GANGPKTSTLQEVQLEVMPPAQCSEFYRSFQPSCQLCVGNPKSYKSSYKGDSGGPMVCGKQAQGIVSYGRWAGKPP
NVYTRISFYLPWIKEILQK

>72 ENSOANG00000013866:ENSOANT00000021872 peptide:ENSOANP00000021869
pep:NOVEL protein coding
LNASRYQVQVGELKLYSLPPSKLIPVKRIIVHERYNGYPQRGADIALLELSRSAVLSKQVKAIQLPSPRLPVQLL
TKCTVTGWGNIKQGVPLPPPYTLOQELTVTIFNSEVCRRNYQETITYKIQDDMFCAGDKKEKKGICYGDFGGPLACE
GKGSWTLVGMVSWGMPCVLPHFSGVYTNVSIYTEWIRQKPPLLPWA

>73 ENSOANG00000013005:ENSOANT00000020565 peptide:ENSOANP00000020562
pep:NOVEL protein coding
EGTSGKTALHLAVESQEAGLVRFLLGHGARVDARMENGCTPLHLAVGRRQAGIASSLCQAGADTLLRNMEDETPQ
DLADGHGDVRVFDDLKISGKPLICAD

>80 ENSOANG00000000478:ENSOANT00000000762 peptide:ENSOANP00000000761
pep:NOVEL protein coding
LAAALSENSAEGSGRWRNARRCAANVTMDPDTAHPDLVLSGDQRSVRLRDTWQAQPDNPKRFDYVVSVLGSPSET
AGRHYWEVEVEGKTKWTLGVCKESVRRKGVITVTPEEGFWVLRLTQGKKYSALTSRRTPLSLRVPPRRVGILLDY
EAGAIAFYNVTDPSRIFTFTSSFSGPLRPYFCPRASDGGRNLAPLTICPI

>83 ENSOANG00000011236:ENSOANT00000017802 peptide:ENSOANPO0000017799
pep:NOVEL protein coding
MALFILALTLVAAAAATDKEKITAGEKCKEDGHPYQVAVYRGGGLLCGGVLIHPGWVLTAAHCRKPQLOVLLGKY
NLHKQEEFQQLSPVAQPFPHPDYDRGRHDNDIMLLRLAHPTPVSRHIKPLSLETDCNANSSSCLISGWGKTDREG
QYPGRGGKCKPSQONRSGLGLPLPLETEMGRGSGSGKETLYNRISRNVPCQRSEQMGRDPCLGDSGGPLVCGGRLR
GLVSWGEVPCGTGEKPGVYTNVCRYVDWIRETIRGN

>84 ENSOANGO00000015023:ENSOANT00000023650 peptide: ENSOANP00000023646
pep:NOVEL protein coding
KITEGVECQPDSHPWQAALFRGNELHCGGVLVNRNWVLTAAHCKLPEYQVYLGQHNLKAKEKGGQVIRARTSYRH
PNYSTETHVNDLMLIRLDRAASLTGRIRPLPLPTSCDKPGTKCTVSGWGTTTSPEDGPGPDVPDPKDPDL

>88 ENSOANG00000011994:ENSOANT00000019002 peptide: ENSOANP00000018999
pep:NOVEL protein coding
MLVVDKWLSGLSNRLPSPSREPSSYSVILGTNTLEPISSDGVTRNVKQIVAHPSFTGSVKASYDIALLELSEPVS
FTEKIQPICIADASSRPASGTPCWTTGWGSIAGEENLPPPVTLQKVEVPLIYREACDNEFYHQSQPSSPEEPGMIC
AGYPEGQRDSCHGDSGGPLACPVDGTWVLTGVVSFGEGCALPNRPGVYADVATYTSWILENIPQGNGK

>89 ENSOANG00000007297:ENSOANT00000011622 peptide:ENSOANP00000011620
pep:NOVEL protein coding
QLRPLLLLLLLLVLLPPTPGVRAAPPDNNTAICLLPKDEGPCRATILPSYYYDRYTQTCLLESYGGCKGNANNFET
LKACQAACGKLAKVPKICRMDTRSDTCKGKVEKYFFNMSSMACEKFSFGECPVGPNQFSDKASCVREFCSPKSDVP
KFCSSPLDRGSCSAHVTRYYFNVESGTCEEFSYSGCGGNHNNFVSQKDCTKTCSRGMERPPPRLRPSAVRSWRR
>92 ENSOANG00000005244:ENSOANT00000008336 peptide:ENSOANP00000008334
pep:NOVEL protein coding
LYPLKISHSSCALKADGGPCRAMLRRYFFNISSRKCEEFEYGGCGGNENKFLMLEDCQKKCISAIDNSSKRMKIF
RGSDVQREKPEFCYLEEDVGICRGLISRYFYNNQSKQCEEFKYGGCLGNENNFESLEECKRTCGDGLDSLQVDKE
EIQPDIIVKPIVPISVSIPLLLEFSSPSWCRTPAERGLCRANEKREFFYNAVIGRCRPENYSGCGGNENNEFTTRKA
CLONCKKGEFNRKVKGGLIKTKRKRKKLPVKITYEKILIGKTI

>93 11421 aa:VESP LACMU-:60..138:E=2e-13
XRESLDPETANEYLCLSQGNKSVEWVIPPQVVSQHRKREVGEAYVLGSTGENSGOQHYWEVEVEGKGLCKIGVATE
SVERKSSRGHEETIWSLTICTPFHVLIGDEPDPNIEVPRVVGVLLDYEEGQVPGRSRPCGLNKVEFLRWSRTEAE
GKGRDEAVPAGLLGGRTDLGGGRHPPGKGSNTGGVKGTDEVTEAQRSEVTCPRSHSRHLGESELEPTSSDFQAVL
YPLGHAARCTLPSTQYHALHRRDWNSSEDFPICCDGSVDGPESRKEGGEAGRNSSTEDIYVIFGTEFVDPAEEETL
ERRSRCEGCCGERVTLGPESWRSQEEAGDVPGTGTTHMEKTGEMKVINLHDNINLTFASVOQGPONSWTRLGHLIR
RIQVHYPNGSYQMYETYKLOMPLQTCLPCPTVREYNLTETKVEIVD

>94 ENSOANG00000012140:ENSOANT00000019231 peptide:ENSOANP00000019228
pep:NOVEL protein coding



VLMTVLVFFTSGKGYKTSPLPDIENEEFIKDCVOQMHNKLRSEVNPSSSNMKYMTWDPDLAKTARAWAKTCQFKHN
IYLKQPKMVHPSFSSVGENIWTGSLSLESASSATQKWYDEVQYYTYETRSCTKVCGHYTQVVWATSYKVGCAVHL
CPQVAGFKGLTNGAHFICNYGLAGNYPTWPYKTGKPCSSCDNNENCODKLCRHPGGNRPPVWPSPTISSPPLNSS
HTACGQGCAFILILRSVFLLLTVGATLLIKWRYPRIFYYK

>96 ENSOANG00000010013:ENSOANT00000015877 peptide:ENSOANP00000015874
pep:NOVEL protein coding
MMGFPDSSMPRCLLFLOLLOMATLGSAQFAVIGPAEPTLALEGGDAELSCHLNPKMSAEMMEVRWYRAKFFPAVY
VYRAGOQDTDKEQMEEYRGRTTLVRDATANGSVALRIHNIRASDEGRYHCFFQRDAVSEETILELRVAGEIPMTTL
GQFLSVHLPGNPGGTGLGLQCLPGPQRTWDLELRGNCKLVAGREYEWKDQPGEQMEEYRGRTEMMRNATIAEGSVT
VKIHNQRICKQONKSVVEVGSSISFVTAQFSVIGPVKPILVLVGEDAKLPCHLEPKTSAKDMEVRWEFRTHASNVVH
LCONGTDHLGEQLEGYRGRTELLRDATANGSLAVRIHKVRASDDGQYCCSFQHGSVYKWTTLELQVTTLGSDPHT
RMEWYKGGGIWMECTSAGWYPEPVVRWRDARGQTVPALSESRPRARDGLYGVAVSLVVRDDSVGMVSCSIWNPRL
GQEKKSSISITGR

>98 1|72 aa:HELO HELHO-:200..242:E=3e-12
XGNNREKINEPYQRGTPCGSCKNACDKGLCTNPCKYENKWSNCEELKNSATCNHPQVKSDCEASCKCTTEIK
>99 ENSOANG00000009231:ENSOANT00000014702 peptide:ENSOANP00000014699
pep:NOVEL protein coding
VSYVIQKEGRKHVIHLERNKELLPKDEVVYTYNKEGTLLSDYPVVQDHCHYRGYVEGVPNSAVALSTCSGLRGLL
HFENTSYGIEPLESSSGLEHLLYPLSNNKQSTTQLCGNHTHVENKDGNLGVFLADMKKRRAILPQTRYVELFLVV
DRERMYIMLNIRIVLVGLEIWTHSNPISTIVGSAGDVLGNFVQWREKNLITRRRHDSAQLVLRKEFRGTAGMAFVG
TVCSRSHAGGINVFMHSRVEMFASTVAHELGHNLGMNHDDERTCSCAASSCIMNSGATCSRGSRNFSSCSADDFE
KLTLNKGGSCLLNIPKPDESYSAPFCGNKLVDPGEECDCGSPKECELDPCCEKNCKLQOSGADCAYGDCCHKCRFL
PGGTVCRASANECDLPEYCNGSSQFCQOQODVSIONGYQCONNKAYCYNGMCQOSYDAQCQATIEG

>100 21498 aa:KC3 ANESU-:5..55:E=6e-20
MRNRDLPTPCSPHSAVLMSTSPLSAWHRICSSQCDMKSSNLLLLAMVLSFRVLVSWGAVEQAKESECATNAVLCN
DPCRGDESCPSGQKCCNTGCERTCSSPKPTEDDPLEPAKVPKLPVLVTGPSILGAPGDGAGKPGVCPLDVRSCPQ
PGOPLCLSDSHCPFNQKCCYSACHLRCMVPILGRPGRCPPQAAATRCVRPEPDQCRSDDDCLDLKRCCYRRCGLK
CVEPEGLPVLPRIWPOMEPAVPPPOPPGPFPLSGARPPPLTQVLSGGLTPPTPPFCTLPEFVIGNCNMWKPREFEYN
VATKRCERFMYSGCQGNONNFLTKAKCLRSCOQRLEHLGKYNGCLKSSSSPQEIASLMDGAGAQGKGPENGRSRRI
FSVEIRKRFTLTAFGAVNPALRPRLSPVPPPPPSTGEFGLVADGLPLGWPLPNLGMDWGPCQAKIPRFFYNAVTR
RCTKFFYGGCKGNPNNFVKLDSCKAVCEAQDQEGGPGDRADRKDTEEV

>101 1[328 aa:VESP LACMU-:51..141:E=9e-13
XQFSVIGPAEPTLALEGQDAEMPCHLNTKESAEDMEGRLFRSQPSNIVHLYQHGKDQFGROMEAYRGRTELVRDA
MDYGSVAVRLHNVRVSDEGNYHCSFEFDGSONEAPLELQVVAVSLMVALGVTLPMVGLLTAGGFYLEFWKQHRDKEK
FLLELRQTLVELRTTNVTLDPDMANRYLVLSEDRKQVTRGDTWQDLPNSPDRFSHDFCVLGRERFTSGRCCWEVE
VGERKGCSLICKMGMKTVSPTWDNLIPLCLPQRLEQCSAHSQASESCKGLGTTMFDEKHYGTYFILTQAHNLGVI
VDFALSFTPHIQTVTKTCWSHLHKEQLN

>102 ENSOANGO00000000592:ENSOANT00000000934 peptide:ENSOANPO0000000933
pep:NOVEL protein coding
MAGCPESFTSRFLVILLFLQLLTMGSAQFSVIGPAEPVLALEGGDTEMPCHLNPKESAEFMEVRWEFRSRPSNIVH
LYDNREELFREQMEEYQGRTELVRDAMDYGSVAVRLLNVRVSDEGNYHCSFYDGNTVDRAPLELQVTHTTHNLTEFE
PPEEDPTNPVSVSTLIHGGGETIRQEGRPGVFCPCFGLSACPEAKTONFISAPLFPTALSIMVALGVTLPVLGLI
IAGGLYLIWKQNMDIGKGEKGSRPDSQEKLLVKLRWSRAQLHOQTNVTLDPHTAHPQLVLSEDRKRVSLGDTRHGL
PANPERFSDNWCVLGRERFTSGRHCWEVEVGEKRSWYLGVCRENMRRKVGISESPAGGLWAVKRDNGEYWATITSP
RVPLPLTTPPSRVVVYLDYEAGDVSFYSGTDGSHIYTFPRAAFSGALRPFFYLWSYDSVPLIICPVPDGAGGDPV
PAHSRDLN

>103 1[213 aa:VESP LACMU-:51..148:E=7e-19
XKLOQIELRWSRGOQLHMANVTLDPDTAYRFLVLSEDGKRVTVGEFIRQDLPDKPERFSDVWCVLGRECEFTSGTHCWA
VDVEDATVWSLGVCRENVRRKGKISESPADGLWAVKKEREQYWALTSPRVPLSLTTSPRRVVVYLDCEAGDVSEY
SGTDGSHIYTFPRAAFSGTLRPFFRLYYLYQSLKICPVPGHTASQCDASYPPTLSLRSMTQQE

>105 ENSOANG00000021318:ENSOANT00000030925 peptide:ENSOANP00000027125
pep:NOVEL protein coding
LINLTITIMIISGKGSVILVEIIGGKEAIPHSHPYIASLOQVNGRHVCGATLVHPOQWVLTAAHCLNQGIRDVRVVLG
LHKRRDSGRDFTVKKLVYHPEY

>106 31507 aa:IVBTI OXYSC-:4..60:E=7e-19
MQSSKDPTSHPTTTSCILDVSVQESCLERSRDCLRACCALPGCNLALVELPPEAGGPGGLDEPVTACYLLDCLYE
QTFVCKFTRKPGFLNYLTRDVYQAYRDLOQKHGFGRGSRIPRTWAGTDLKVQAQEPLVLRGTGDTDWHLLQGDASV
RVEKKEADQLEVWGLKEGSYVEFQLTATNPDGQRDTDNVTITVLSSEQTADYCLVPKKVGRCRGSFPRWEYNSTEQ
QCOKFVYGGCLGNKNNYLREEECKMACKDVRGPLVESRONPDPTRHTCSEVCQASQFRCRNGCCIDAFLECDETS
DCADNSDEAGCDQYISGFDELKQVDFPSEKDISGEFDELKQVDSPSEKVPFEFSPGTIGGLHKTQONTEFVDVPDTGV



CEDSLLRWYYNPFTERCFREFTYGGCPGNNNNFEGEQECLQACEGVSKKDVEFGLRRETLTAGSVSVEVAVAVELAT
SIVVVLALLGYCFFKKRRKGSSRRRRHPPPPPTGASSTVSTAEDTEHLVYNHTTKPL

>107 1|33 aa:HELO HELHO-:139..171:E=6e-18

VVWYNSYQVGCSAAHCPNQPVFKYYLVCQYCPX

>108 ENSOANGO00000003027:ENSOANT00000004798 peptide:ENSOANPO0000004797
pep:NOVEL protein coding
LREGNGLTAGDTWQDLPNNPERENYNWCVLGRQSFTSGRHCWAVEVEVKNDWSLGVCRENVRRKGGISESPADGF
WAVQKLYGDYRALTSPRVYLSLTTFPRRVVVYLDYEAGDVSEFYNGTDGSHIYTFPRAAFSGTLRPFFRLYYTDEF
LTICPV

>new 111 lcl|GenomeScan predicted peptide 4|832 aa:BLTX BLABR-
:28..82:E=2e-08
MESPAGKAVEAAAHARGVGLHATDGIIILAVENEGRRRDVSLNSSALRNADYTLRLARLRFLFKDARDGYRRLTP
PPPFWYLLSAYYVONTVLSAGAAEPSGGSPRRASVCLMLIETLSSCDVHTHPCRGTISVDLDCEPRVGQALSDLT
VYPVLNIMLGTLLYLRTFFSEIGHYEVSSILVCLFCQAAASEFPDGQIVTPLRIFIFPLPPHPQTHNLRSRSLRGT
PNISHYLDATDKTKMALNSGIPPYGPYYENRGYQPENFSPPRHPGDPTAYVPYPAPYYPSPVPQYIPRVLTHSSS
PSVLVQPKPPSGIVVTSKAKKVICIAFSVAILLIGAVIAAIFIWKEFFENKCSGSGIECGSSGTCISPSEFWCDGIS
HCPSGEDENRCVRLYGPKEVLQVYSSONKSWYPVCQODDWNDDYGKIACKDMGYNRNSFHLSHGVTDSSGATSEFMK
LNMSSRNIDLYKKLYNSDVCSSKMVVSLRCIECGTASRASQLNRIVGGAVASPGEWPWQVSLHVQGVHVCGGSII
TSEWIVTAAHCVEEPVSSPRYWTVFAGILRQSAMFYGSGYRKVQOKITISHPNYDTKSKNNDIALMKLOQAPLTENGKT
SDVLNAVTVPITIEPWKCNSRYVYNHLITPAMICAGYLKGGIDSCQGDSGGPLVTEKDALWWLVGDTSWGSGCAKA
NRPGVYGNLTLEFTDWIYROMQORSLPAAVDSEAVAVHAAPDLSAAGRLRVEIPGKONWNHNSRQAAKGIRSDSESY
SRAVEFACCGHEIYICGRGHVCVDPDAPDVDRSETPAYRKVSFPLRLGSCLGIRERSAVHARLSGKNAMRREVRV
CAVEAPA

>112 ENSOANG00000008031:ENSOANT00000012771 peptide:ENSOANP00000012769
pep:NOVEL protein coding
MAGSVEGGVLVWLVEEDVRCPICYDPLRSPATLPCGHSFCSACLCLYWERCAHLGLKGPEAPCSLCRWASSSRKL
PGPSVILOQALVDKYLAALQESGLGSPGPHPDKDPQVNSLKGAVFRREVEDLVEQLESEIALLRSLEPHQKCELAD
DRNYLDKDSSCGMESVKAVPEPGSPNPFEKNISGIERTLDKLKKKLOQETLIWAEAPEETLOAVASPSILLPATRP
SSCORSSQFSQWAVHLTEFDLRSISHYLEVSECGRRVIVSSHKQAYTDCPERFRINQVLCSEGESSGHRYWEVRTE
QGTTWSAGVAMKEPSYLNHYLGRKGLSWCIEWAGRQLAAWHQGEKIPIGKDKPRVLGVFLDLEAGELSEYSVDSQ
ERLLHQFKVDVSAPLFPAFWLYGAESGNSLAFKQDGT

>113 ENSOANG00000010402:ENSOANT00000016497 peptide:ENSOANP00000016494
pep:NOVEL protein coding
KAKEEKIESGTRAPKEFLEFPENINQLELLETHRHLIPTGTQSLWEGDSDEEEEQDEKTEEWYQVQENKLKKEPE
KLLLWAAEKNRIATVQRLLAEKATRVNVRDEDEYTPLHRAAYNGHLAIVRELVSQGADVHAVTTDGWTPLHSACR
WDNVSVAAFLLOHEADVNAQTRGLLTPLHLAAGNRDGKNTLELLLMNRY IKPNLKNHAGETALDIARRSSVYHYL
FEIVEGCTNSSLPES

>115 ENSOANGO00000015639:ENSOANT00000032408 peptide:ENSOANP00000028612
pep:NOVEL protein coding
APGCONLGLMSRETADALSPGGQVFINQEDANKVLGRAKRANSLFEELKKGNLERECNEETCSYEEAREVFEDTD
KTNEFWNIYKDGNQCETQPCONQGVCKDGLGEYTCLCSAGYEGKNCDTTTVKICSLNNGDCEQFCKSVVNTVVCS
CAQGYILGDDQKSCIPTVPFPCGKLTVGRRKRSAELPEEQDGDNAHVAEDVLEATENPFEAEPPDONTTLAEPGE
NALVRIVGGRECHDGECPWQALLVNDENGQGFCGGTILNEYYILSAAHCMHQAKRFKVRVGERDTEKKDSSEMAH
EVEKVIVHSKEFVKKTYDFDIAVIKLKTPITFRMNVSPACLPEKDWAEDILMNQKAGVVSGEFGRVHEKGRPSTVLK
MLEVPYVERSTCKQSSSEFDITPNMEFCAGYDSRPEDACQGDSGGPHVTKYKDTYFVTGIVSWGEGCAQNGKEGVYT
KAATFLSWIKRMMRQKAGRSSAPRER

>115B_ENSOANT00000024652 peptide: ENSOANP00000024648

pep:NOVEL protein coding
MAGDWRILGLLFLHLLFPQTEQTVFLSPTRANNVMARQKRARSYVIEEVFEGNLERECLEERCDYEEAREVEFEDK
AVTDRFWSHYSGGRKCDSNPCONNGKCQODISYGYICLCPEGYEGINCQHESSKCHPLTRGGCQQFCHPGLRSEKC
SCASGYTLGEDDKSCEFPNEEDCACGILNQEGNGTVLETKEARPEFLWQVKLMNSEGEEFCGGVILKKNEVLTTAE
CARTYENISVFLGNATADPTPLDVQVHRIYEHMHYDRETGENNLALLELAEPIRCRDGRVPVCIPENDFASYVLI
PSKLGVISGWTVDGNQLRDWTVGRSDAHLSDKECERAVNGTVTSRMFCVKPSGSATKPLVEGSIITMEDRNTWEL
LGILNSPPTQOPGOSLLETKVTRYSMWEFRKIMG

>new 116 lcl|GenomeScan predicted peptide 3[3205 aa:LATA LATMA-
:715..790:E=6e-11
MRRRWVKESSEEMGVSEPCRGRSFRYVAGSTRDASLASDLCSGVADPIVLEQAGPFPAVENEKISSSSLRNEVVV
STYPEKGPVSGFRSNAYRGELMIPGAESGEFIFARVLSPLEFKMRRSLVLGCERRRWEPGEYVLPNPRPPRLSLPER
VITRTYRKPSRGSDAAVPMQVLCSSCPPVPASQRHSRASSAADPVTLLPFPLMSAAGRDRLLEWPILRRKGITIPAL
IFSWREFTARTVNSRPGRRRSFQVEVSGEVKLVIGTVAKVESFILDQDDLENPMLETASKLLLSGTADGADLRTVD
PETQARLEALLEAAGIGKLSTADGKAFADPEVLRRLTSSVSCALDEAAAALTRMRAESTANAGQTDNRSLAEACS



EGDVNAVRKLLIEGRSVNEHTEEGESLLCLACSAGYYELAQVLLAMHANVEDRGIKGDITPLMAAANGGHVKIVT
LLLAHGADVTAQSSTGNTALTYACAGGYVEVVKVLLESGASIEDHNENGHTPLMEAGSAGHVEVARVLLENGAGTI
NTHSNEFKESALTLACYKGHLEMVRFLLEAGADQEHKTDEMHTALMEACMDGHVEVARLLLDSGAQVNMPADSFE
SPLTLAACGGHVELAALLIERGANLEEVNDEGYTPLMEAAREGHEEMVALLLGQGANINAQTEETQETALTLACC
GGFLEVADFLIKAGADIELGCSTPLMEAAQEGHLELVKYLLAAGANVHATTATGDTALTYACENGHTDVADVLLQ
AGADLEHESEGGRTPLMKAARAGHVCTVQFLISKGANVNRTTANNDHTVLSLACAGGHLAVVELLLAHGADPTHR
LKDGSTMLIEAAKGGHTSVVCYLLDYPNNLLSAPPPDVTQLTPPSHDLNRAPRVPVQALPMVVPPQEPDKPPANV
ATTLPIRNKATSKQKSSSHLPANSQEAQGYITNQSPESIVEEAQGKLTELEQRIKEAIEKNAQLQSLELAHADQL
TKEKIEELNKTREEQIQKKQKILEELQKVERELOQLKTQQQLKKQYLEVKAQRIQLOQOQSCQHLGLLTPVGEFGEQ
LPEGDCARLQQAEPTISLKDDPQQTAAQMGFAPIQPLAMPQALPLATGSLPPGSIANLTELQGVIVGQPVLGQAQL
AGLGPGILTETQQGLMVASPAQTLNDTLDDIMAEGSSVSGLQCQQEFCPTWLFHTSLSTLPSAVSGRASTMSNTP
THSIATSISQPQTPAPSPTIISPSAMLPIYPAIDIDAQTESNHDTALTLACAGGHEELVQTLLERGASIEHRDKKG
FTPLILAATAGHVGVVEILLDNGADIEAQSERTKDTPLSLACSGGRQEATISVTQSGLGWGSLGKGTVGVEARALT
AAMAQEKPKNWSMGGLGEKGGGLGVVELLLTRGANKEHRNVSDYTPLSLAASGGYVNIIKILLNAGPREECEGGA
DQVALGNDHLFKAGTGLLLTDGPDSEGGGGCCSGNGNGIHVSLSGWKSEKQRGLVDPAYYRQGRLLMPSNASLLG
KTGSKLGISPLMLAAMNGHTAAVKLLLDMGSDINAQIETNRNTALTLACFQGRTEVVSLLLDRKANVEHRAKVVE
LLLTRGANKEHRNVSDYTPLSLAASGGYVNIIKILLNAAMNGHTAAVKLLLDMGSDINAQIETNRNTALTLACFEQ
GRTEVVSLLLDRKANVEHRAKTGLTPLMEAASGGYAEVGRVLLDKGADVNAPPVPSSRDTALTIAADKGHYKECE
LLISRGAHIDVRNKKGNTPLWLAANGGHLDVVQLLVQAGADVDAADNRKITPLMAAFRKGHVKVVRYLVKEVNQF
PSDSECMRYIATITDKEMLKKCHLCMESIVQAKDRQAAEANKNASTILLEELDLEKVKLFPQCKNAFADLIELFLFE
VELVVNLSRFDVDSRGPNYLGGRLEELDSGLQRLTVKSTVPFLVGLTPLGGNNNNEHHHRVNNDGTCSTLIKFQL
REESRRLALAAKREKRKEKRRKKKEEQRRKLEETIEAKNKENFELQAAQEKEKLKVEDEPEAPTEPPSATTTTTIG
ISATWTTLAGSHGKRNTTITTASSKRKSRKNKIGPENVQILFEDQLPTISYGQPEKVNGESKSSSTSESGDSDNMR
ISSCSDESSNSNGSRKSDGPAPAAGPQPAKKQPAVLVTEFPKEERKPASAKPSVKLVSVGRPGTAAPGRVPARSRL
GGTRFPRPRNPSRSARSGISAGPQIPDAAAMAWFLLAEDEGIEERRGLVARAQGWERLTEVIGEATTNSLSTCTK
SGPSPLSSPNGKLTVASPKRGQKREEGWKEVVRRSKKVSVPSTVISRVIGRGGCNINAIREFTGAHIDIDKQKDK
TGDRIITIRQKPHSRWVAFFLPALQGCSLALAHALLAAQTFQQIRPPRLPMTHFGGTFPPAQSTWGPFPVRPLSP
ARATNSPKPPPVPRHGAQNGGGPQANAAGPAPAGPAPAAAPAVSAPAAGGPGSPSRQRPPRLPDICSPRPPQTMP
GPLLENSTPCPPRTPFPROGTWGGCREYPDCNENLGFLSNHTNSRPLDWNPSVAVLNVNHVKRPHSVPSSVQLPS
TLSTQSASQNPAHPAGKSMAPNFSAPLPFGPFSTLFENGPNATHGFWGGSVVSSQSTPESMLSGKSSFLPNSEPL
HOSDTSKAPGFRPPLORPAPVPSGLVSMDSPYAPVPPSSTHLGNFASNLSGGPMYAPGAPLGGAPAAANEFNRQHF
SPLSLLTPCSSASNDSPAQSVSSGVRAQSPAQSAVSLGSEKPSSVSQDRKVPVPIGTERSARIRQTGTSTPSVIG
SNLATPVGHSGIWSFEGIGGNQDKVDWCHSGMGNHMIHRPMSDPGVEFSQHQAMERDSTGIVTPGTFHQHVPAGYM
DFPKVGGMPFSVYGNAMIPPVAPTIADGAGGPIFNGPHAADPAWNSLTIKMVSNSTENNGPQTNGARPIVKRLNANT
VITIIKRFFSELRAGCRPAAVREREEACGLHFTAEEKGTEKVENLQPEIKNIAKYLNHETISLRAKRLGWSKRIARL
THMNNMRRLVSELYVRHNCHPFKATLLVWIQLPMWVVVSVALRNLSVGAVDSEGLPIREQLSTGGALWEFPDLTVL
DSTLILPVSLGILNLLIVEVFALQKLEMSRFQKYLTHFIRGVSVLMIPIAATVPSSTIALYWLCSSCLGLSQNLLL
RSPRFRRLCRIPPARSDSDTPYTDLRAAFYAKYLPGKRSGRREPGSGGPAPGRSE

>117 ENSOANG00000014706:ENSOANT00000023178 peptide:ENSOANP00000023174
pep:NOVEL protein coding
SLKVMKLRKLAQQOVANCRQCLERSTVLINQAEHTILKENDHARFLOTAKNVAERVAMATASSQVLIPDINEFNDAFE
NFALDFSREKKLLEGLDYLTAPNPPSVREELCTASHDTITVHWISEDEFSVGSYELQYTIFTGQANFISLYSSMD
SWMIVPNIKQONHYTVHGLQSGTRYIFLVKAINQAGSRNSEPARLKTNSQPFKLDPKLTHKKLKISNDGLOMEKDE
SSLKKSHTPERFSGTGCYGAAGNVFIDSGCHYWEVVVGSSTWYAVGVAYKSAPKNEWIGKNASSWVESRCNNNEV
VRHNNKEMLVDVHPOMKRLGVLLDYDNNTLSEFYDPANSLHLHTFDISFILPVCPTFTIWNKSLMILSGLPAPDFI
DYPEQQE

>118 ENSOANG00000001493:ENSOANT00000002374 peptide:ENSOANPO0000002373
pep:NOVEL protein coding
VLKTTSELFLSSAAEGADLRTVDPETQARLEALLEAAGIGKLSTADGKAFADPEVLRRLTSSVSCALDEAAAALT
RMRAENSQONAGQADNRSLAEACSDGDVNAVRKLLDEGRSVNEHTEEGESLLCLACSAGYYELAQVLLAMHANVED
RGNKGDITPLMAAASGGYVDIVKLLLVHCADVNAQSSTVQGNTALTYACAGGFVDIVKELLKAGANIEDHNENGH
TPLMEAASAGHVEVARVLLEYGAGINTHSNEFKESALTLACYKGHLDMVRFLLEAGADQEHKTDEMHTALMEACM
DGHVEVARLLLDSGAQVNMPADSFESPLTLAACGGHVELAALLTERGANLEEVNDEGYTPLMEAAREGHEEMVAL
LLAQERNINAQTEETQEALTLACCGGEFSEVADFLIKAGADIELGCSTPLMEAAQEGHLELVKYLLAAGANVHATT
ATGDTALTYACENGHTDVADVLLQAGADLEHESEGGRTPLMKAARAGHLCTVQFLISKGANVNRATANNDHTVVS
LACAGGHLAVVELLLAHGADPTHRLKDGSTMLIEAAKGGHTNVVSYLLDYPNNVLSVPAADMSQLTPPSQDQSQV
PRVPVHALAMVVPPQEPDRAPQENSPSLLGLQKAVSSRVPAGPNSSSHTTESPTPEPCSQTPATAASQSVLPMYP
SVDIDAHTESNHDTALTLACAGGHEELVSVLIAREAKIEHRDKKGFTPLILAATAGHVGVVEILLDKGGDIEAQS
ERTKDTPLSLACSGGRQEVVDLLLARGANKEHRNVSDYTPLSLAASGGYVNIIKILLNAGAEINSRTGSKLGISP
LMLAAMNGHVPAVKLLLDMGSDINAQIETNRNTALTLACFQGRAEVVSLLLDRKANVEHRAKTGLTPLMEAASGG
YAEVGRVLLDKGADVNAPPVPSSRDTALTIAADKGHYKFCELLINRGAHIDVRNKKGNTPLWLAANGGHEDVVQL



LVQAGADVDAADNRKITPLMSAFRKGHVKVVQYLVKEVNQFPSDIECMRYIATITDKELLKKCHQCVETIVKAKD
QQAAEANKNASILLKELDLEKSREESRKOQALAAKREEDEENKPKENLELPEDDDEEENDDEVEPEVPIEPPSATT
TTTIGISATSTTEFTNVEFGKKRANVVTTPSTNRKNKKNKTKDTPONVOLILPDOQHISLAQQKADKNKITGDSDSDN
LDSTDCNSESSSSGGKSQELNFTMDVNSSGERRYASLLLHSHEEKPGANAATAKAPTRLESEANPGSLSTNYKSV
SLPLSSPNLKLNLTSPKRGOKREEGWKEVVRR

>119 ENSOANG00000002928:ENSOANT00000004654 peptide:ENSOANP0O0000004653
pep:NOVEL protein coding
SEISHSICKLPYSVGPCKSSITMYYEFNAKANQCKQFIFGGCWGNENREFSTLDECKKACDEHGKNARVPDSETSSS
ICQLSYSVGLCKARIPQYHEFDSNTQOCKREYYGGCOGNENREFSTIKAECRNTCAEPISHPTSGHGSLRRKSITQVT
RLLVSPOQLCPTPTAWFLCSGNICEKPMDKGLCMAYMPKEFYYNSKTKKCESFIYGGCOGNENREDTVEECMARC
>120 31254 aa:KCl ANESU-:5..56:E=2e-20
MGSNLCSVTWQLYDFGHOKEGVDTNAGETVPALRHKNAAAVDVAKSVLOSFHRHLTIQCLAHTSGSICEKPVEVGR
CMGHMPMYYYNSKKKKCEPFIYGGCQGNENRFKTMDLCKSHCGGSTKSGRCPPPPKGYRGSCYESCKGDQYCPPK
HKCCSNGCGRSCKLAVTDILWGSRRAFTLKGRPSPVGPGSRYEASWTPAPLPGOROHLLWRRGKVQTKTGMGERK
LDSTGYGGHLEDIRCFGPSVEFNQSVNRVY

>new 122 lcl|GenomeScan predicted peptide 6]878 aa:KCl ANESU-:5..56:E=3e-21
MPRLHLRSFWPPDSVPTASGAPGPETLVLPLPVPWILDCGHPVPGSPDLEIPFLPILTPRTWRIQSSRSRCLEPA
CGRLTGRPRSWTLTTPLVSFRDGENRGETRDMSNSTEDISQALCGTLQRROFLPSGIQVLOQRMRSRTGHSGKRN
VGLGAEEECEWELIGGRGKEECRGEPSTDPTNRTSLETIPPGSFREGFRDLVPAQPRHQEQKEVRIVYAAAGETLP
ALRGKSVAALDAAKFARHRTVWAGQESVGSRAQLGRTARAGQESVERRAEREKGLRDPAPAHPCLRVRKGPAYNS
AEEMIPALRDRCAAPMDVTLTAHORWKRGLRDPAPAHPCLRVRKGPAYNSAEEMIPALRDRCAAPMDVTLTARHR
WKRGLRDPAPAHPCLRVRKGPAYNSAEEMIPALRDRCAAPMDVTLTAHQRWKRGLRDPAPAHPCLRVRKGPAYNS
AEEMIPALRDRCAAPMDVTLTARHRWKRLHYYPSAEDPTQQRPAYSPKSLVQCSVYGSKNVCEKSADPGPCKSYM
AVYYEFNSRTKNCEAFMYGGCGGNDNRFRTAEECMARCGGSKNPVVCSTPSPGTKGNCDQDCRGDNSCGKRQRCCA
QGCGQVCDAPVKGGQLEPGRKAWRVGLSGAGSRDICEEPVEVGRCMGHIPMYYYNSKTKKCESFIYGGCQGNENQ
FKTIEECMARCGGSVKLGRCPISRKEISEPCVEECKGDDSCPVGQKCCVSGCSQVCMLSVKDGMAARQFTEAGDL
RLGGPVQGPSGGORECGQRFQGSFPWSSGPLGDVRSQGSAPASSHOGGDTKPLGLOPHYKGSGDNSHGGEEKCKL
KLARMIFGPMRDGDYVQPNLFGEKVVRSYKPLMEKASERREQSQVVIVMLGSA

>new 124 211132 aa:9gi|73621141|sp|Q696W1.1|LC2 VIPLE-:27..70:E=3e-05
MSTLESSNSADPHFLVTLRKGASPNNWEQTDSLFPPWRLIAGTLSVLCLGLVATVATMALRVEFKRNWVQEFSMSCY
QYSAEKEPWKESQQACKSONSTLLHIDGLRELNFFKFFQLSGWIGLSRTGPDSSLKWEDETTYTRNFLSFTKERK
GGDCALYLNEKSISMEDCAIGKLHICERQARISSCLODVSTWMSARHLKLNMSKTELLIFPPKPGPLPDESITMD
GTTILPVSQARNLDFPFSPWRILAVTLGMLELVLLVSVQLLQAKQOMSDOQIFYTELKKKPWSQPQPKRPKNNKSKD
SGKEKELNYVELNLHRSSQQODSKQGRLKDKEPSEEQVTYPELNKERLDLPWHGQKSKGTKGRRSAGEESVTYMDL
KHHNRPOWCSPFENAHSKVLSNQELNNTSSSHSNTTSLNGYHSGPCPVNWVNYRNSCYLISMERKTWQDSHMICV
SONSSLLKIDSMEELTVMFLKFFPDYGFLKSLKSVQFRILPTREMEKHQVIYSELHIHNSSQKPDGRPOKHKSKE
VSSEQQVTYAEMKNSKLAQOQHRKSKNFPDEDQRSROQPKQKRYKDVKNTGLESDQQVTYTDLKLLSQPQLQOGRCE
VGOSKGNWVQFSTGCYQYSAEKKPWKESQQOACKSONATLLHIDGLRELVYVHTLFIDINAFPDHLODDKSSQWTE
GRRNRLSLFPLADLRGDSGAAFAGATCVHPASARKMNWCHGRLRPSTARWVPGFPFPLVSSSHKSEPWTKYPQONT
FSKOSLVQYSAHSKRSTNSIDSLISYYSWLVYWEGTESGDGDOMSEQQVEYTELKINNESQPHSKROGDKKSKDS
GKEKELNYAELKLPRSSQQESKQOERLDDRACGGSGNDRKIFSSPETSEQQVTYSELNEQRLNLSWQDQKSKGAKS
RRSTNEQSVTYSELKQHNRPQOCSPSENAQSKVTQOQQOEVSPSPLPKPSHNTISKTGCDWDPCPGDWIGERNSCYL
FSNDTKNWRDSKIACATLNSSLLWLDNQEELKESQRGVSEAICTDELSEREFQQODKYGTQSRPVOATGSTQTSHL
AVIEISHSPALDQPHREGGSSGAEMAGEMSERQVEFYMELKKNNNLSQTHPQRPKNNKNKDSGKEKELSYVELKLH
SSQQESK

>125 ENSOANG00000003664:ENSOANT00000005815 peptide:ENSOANP0O0000005813
pep:NOVEL protein coding
ETFAVSLESGELPSEGIVRVKLVNGDEQAYLCNSKWSITEANVVCRHLGHAQGALHHRYANDSAIRMKAPHCLDV
TCRGLESSLSECAFSKRADTHDETPAGVTCYLREVEPPSPDSFECVNGKEFVSRSKTCDGINDCGDQSDELCCRAC
RPGGFHCTSDVCIPEDHRCDGEMDCILGDDENNCKGNSELRNCILSPVSISRAVSKLDMNIERRRIKSLIPQITC
GMRRNISTRRKRILGGKAAVKDEFPWQVAIKEDNQIKCGGIYIGGCWILTAAHCVRONRAHRYQVWTGLLDWIKL
NPEIQIHRVNQVIVHDQYSASTYONDIALLEVKKQGNKKECNLPFTIPACLPWSEYMFRPNHRCVVSGFGLEEEF
ARVYSLKWGHVNLIANCSKEFYSSRYHEKEMLCAGKYSGISSSRRCPSETRISHSPGSVARAYLWGVVSWGENCGK
POFPGVYTKVAHYFDWISRHVGRSLVSRYNV

>126 ENSOANG00000014944:ENSOANT00000023530 peptide:ENSOANP00000023526
pep:NOVEL protein coding
GSVRLRGGKNKYEGTVEVYSNKVWGTICSSQWDDNGAAVVCROQLOLGERGIAKQTPFSGLGLIPISWSSVRCRGD
EENILLCEKDVWQDGTCPQKMAAAVTCNESGGPAFPPVRLVGGRSSHEGRVEVYHGGOWGTVCDDOQWDDADAEVT
CROLSLGFAHVNSGVAKAWSQAYFGEGSGPVLLDEVRCTGNELSTIEQCSKSSWGEHNCGHKEDAGVSCTPLTDGA
IRLAGGKGSHEGRLEVRYSGQWGTVCDDGWTELNTQVVCROLGFKFGKLVPESRFEESTGPILLDDVSCSGKESS
FLOCSRREWGKHDCSHREDIGMTCHPDNDVHRLSLGLPIRLMDGENKKEGRVEIFINGOQWGTICDDGWTDKDAAV



VCRQLGYKGPSRARTMAYFGEGKGPIHVDNVKCAGNERSLADCIKQDIGKHNCRHSEDAGVICDYFGKKALGNSN
TDSLSSVCGLRLLORROQKRITGGKNSLRGGWPWQVALRLKSSHGDGRLLCGATLLSSCWVLTAAHCFKRYGDNTR
NYAVRVGDYHTLVPEEYEEEIGVRQIVIHRDYRPDSSDYDIALVRLQGPEERCAKFSTHVLPACLPLRRERPQKT
APNCYVTGWGDTGRAYSRTLOQAATIPLLPKRVCEERYKSRFTGRMLCAGSLLEQKRVDSCQGDSGGPLMCERPGE
SWVVYGVTSWGYGCGIKDSPGVYTKVSAFVAWIKNMTKL

>127 ENSOANG00000002628 :ENSOANT00000004184 peptide:ENSOANP00000004183
pep:NOVEL protein coding
METLESELTCPICLELFEDPLLLPCAHSLCEFNCAHRILVSHCASNECVDSITAFQCPTCRYVITLNQRGLDGLKR
NVTLONIIDRFQKASVSGPNSPSETRRERASDGGSMTSSEKVLCQFCDQDPAQDAVKTCVTCEVSYCEECLKATH
PNKKPFTGHRLIEPIPDSHIRGLMCLEHEDEKVNMYCVTDDQLICALCKLVGRHRDHQVAALSERYDKLKQONLES
NLTNLIKRNTELETLLAKLIQTCQHVEVNASRQETKLMEECDLLIEITQQRROQITIGTKIKEGKVVRLRKLAQQTA
NCKQCIERSTSLISQAEQSLKENDHARFLOQTAKNITERVSMATASSQVLIPEINLNDTFDTFALDFSREKKLLEC
LDYLTAPNPPTIREELCTASYDTITVHWTSDDEFSVVSYELQYTIFTGQANVVSLCNSADSWMIVPNIKQONHYTV
HGLOSGTKYIFIVKAINQAGSRNSEPGKLKTNSQPFKLDPKSAHRKLKVSHDNLTVERDETSSKKSHTPERFTSQ
GSYGVAGNVFIDSGRHYWEVVISGSTWYAIGLAYKSAPKHEWIGKNSASWVLCRCNNNWVVRHNSKEIPIEPAPH
LRRVGILLDYDNGSVAFYDALNSLHLYTFDITFAQPVCPTFTVWNKCLTIITGLPIPDHLDCTEQLP

>130 ENSOANG00000010179:ENSOANT00000016139 peptide:ENSOANP00000016136
pep:NOVEL protein coding
MTFSGLOQLVWEELTCSVCMEYFVDPVTLSCGHSFCHPCLLKSWEETFQVSSCPECRGAFEPGDLQINQRLGKLAL
IGKQLRPCLLQQSSTGEGLLCGEHQQTLKLFCQEDKLPMCVACCHSEVHADHRVSPIDEAAEDYRERLQELLRHL
WTEMAQVQKLISKEKKNSEYLEEEVERWKONLVSEFEKMHRLLDKELELKLERLEKEAAENRKTLWONKEKLSQQ
TRKLRALITETEEKCQRGDTELLQVRLLEREGEEDRGMGNVEQTSPGTPLSVCCVPGMREMLSRYEVDVTLDPDT
ASPYVIVSPDRKSVKEVETRONVPDHEGREDNCASVLGAAVEFTSGRHYWEVEVGDKPEWEVAVCKESRNRKNSMP
IFPGDTFSLMTFQTKRGASLWVSSPLIPLSMKMPTHRLGVFLDYEAGVVSEFYNVMEKCLIYSFPPTRESGPLRPV
FSPCLVHRGONTEPLTIRPV

>131 ENSOANTO00000011456 peptide: ENSOANP00000011454

pep:NOVEL protein coding
MDYFQOMIFSLLEVVFQGALETAVLGADLSTGIGTGVEVHPPPAPWRPRRTKRCSCSSLLDKECVYFCHLDIIWIN
TPEHTVPYGLGGPSRSKRALQDSFPAKQSDGNNRCQCANQKDKKCWDFCQAGKELWAQNTLEKGRKQLKKGEQCA
DLGLKCVYWQLVNRRKMRRMEATGNRIKAAFNFAKLKAELHMAKKVTHNRAH

>132 21159 aa:IVBTI OXYSC-:4..58:E=1e-20
MSICSWKRITETPKNPGEDGVPVRRYYYDPAAARCLPEFNYSGCGGNKNRFNNRKKCLAVCGIPGIPPICQLPRKK
GPCNQELPRFYENTATRTCELFSYGGCEGFLNRFQTEEECLKTCLSDVYLKEQHNGKSMGLGDEDLDSDSSSATFE
LLCDFGQVT

>133 ENSOANG00000004023:ENSOANT00000006376 peptide:ENSOANP00000006374
pep:NOVEL protein coding
ACERDVQCGAGTCCAISLWLRGLRMCTPLGQEGDECHPPTRKVPFFGKRQHHTCPCLPNLLCSKFLDGRYRCSVD
F

>134 ENSOANGO00000003965:ENSOANT00000006275 peptide:ENSOANP00000006273
pep:NOVEL protein coding
PLTVIKFLEVYERSFCRTIETLVDIFQEYPDEVEYTIFKPSCVPLMRCAGCCNDEGLECVPSEVHNVTMQIMRIKP
HHSQQINEMSFQQHSKCECRPKKDVKAKQEKKSKRGKGKGQKRKRKKARYKSRSFPCEPCSERRKHLEVQDLQTC
KCSCKNTDSRCKSRQLELNERTCRCDKPRR

>new 136 2|142 aa:HELO HELHO-:200..242:E=2e-10
MKREHSRPDARRGREVALVIPLGRGCVGREGCSAPVSTTGGVEKAWSDGKIPRLGVIEDLRGSVERARALEGNYR
AKINKPYQRGTPCGSCKNACDKGLCTNPCKYENKWSNCEELKNFATCNHPQVKSDCEASCKCTTEIK

>142 ENSOANG00000013321:ENSOANT00000021035 peptide: ENSOANP00000021032
pep:NOVEL protein coding
YLPIPTLMARLCLLLAAVWHTAAGAPRPEMFGRLTSPGFPAVYPNNKEKSWQLAAPPGHVIKIYFTHENLELSYL
CEYDYVKLRSGDKELVTLCGQESTDTEQAPGNRTFRSIGNSLVVTFRSDYSNEKPFTGFEAFYAAEDVDECATLP
GREPACDHHCHNYVGGFYCSCSLGYTMHRDKRTCSAKCTGLVLSERSGVITSPDYPKGYPKLSNCSYSIRVEDGE
SITILEFVESFDVETHAEVLCPYDTLKIKTDKREYGPFCGQTLPPRIETGSNTVEITFITDVSGDHTGWKIKYITT
GLSCLKPGAPPNGYISPLOQEYTVKDHEFSLSCLKGYVLLQGDKILKSFTATCQKDRSWNQPMPKCVVVDCGPPAD
IPSGRVSYITGPEVTTYEAEIQYSCKIPFYTLKTSNDGKYHCGADGFWKSSRGEKSPPVCEPVCGISTRTAVERT
FGGKMAKFGEFPWQVRLRGERFGGGALLYDNWVLTAAHVVYGHKDLSSLVIRMGALKRLSPNYIQAWAEAVEFIHE
DYLHDNVNENNDIALIKLKHRIEINGNITPICLPGRDSRFHLKPNDLGTVSGWGRTENRPLASSLTYVEVPVVDT
QTCKNAYAKKKEVTKFLLTDNMICAGFESGGKDACAGDSGGPLVFLDSETKKWEVGGIVSWGLOCGVAEQYGVYT
NVNNYISWIENITLNN

>143 ENSOANG00000006443:ENSOANT00000010286 peptide: ENSOANP00000010284
pep:NOVEL protein coding



KESSGSPGEMGLLRAFDSAEEFVSWEKIGSGGFGOQVYKVRHVHWKTWLAIKCSPGLHVDDKDRVELLEEAKKMEMA
KFRYILPVYGICRDPVGLVMEYMETGSLEKLLASEPLPWELRFRIIHETAVGMNFLHCMSPPLLHLDLKPANILL
DAHYHVKISDFGLAKCSGLSHSHDLSMDGLCGTIAYLPPERIKEKNREFDTKHDVYSFAIVIWGVLTQKKPFADE
KNILHIMVKVVKGHRPELPPVSKSRPRSCNNLIRLMOKCWRDNPRERPTFQGDNIKEIQVGFKYSEIITIISQLNW
GILALKKQLNTTVTANVTSPDLPQEITSETEDLCEKPDDEIKETQELDIKNPHEPKTEEMPALPAPKRASAPAFD
ADYSLSELLSQLDSETSQTMEGPDELSRSSSESKLVSTSSGKRLSGVSSVDSAFSSRGSLSLSFERENSVSDIST
TDLHKRKLAEAITSGDTGKLMKILQPODVDLVLDGQSSLLHLAVEAGQEECVKWLLLNNANPNLTNKRGSTPLHV
ATIEKKVRSVVELILARKINVNAKDEDOQWTALHFAAQNGDECSTRLLLEKNASPSEVDFEGRTPMHVACQHGQENT
VRILLRRGVDVSPQGKDDWLPLHYAAWQGHLPIVKLLAKQPGVSVNAQTLDGRTPLHMAAQRGHYRVARILIDLR
SDVNVRNRLLQTPLHVAAETGHTSTSRLLLNRGAEKEALTVEGCTALHLASRNGHLATAKLLLEEKADVLGAGPL
SRTALHLAAANGHAGVVEELLGAVAIDAADREGLTALHLAVRGGHAETMEVLLKHGARINLQSLGAQAPPLLPGN
SPVATLLRRRNT



