
 
 

 

(b) GO annotation: Cellular component

(c) Molecular function

(a) GO annotation: Biological process

cation transport, 1

regulation of
vasoconstriction, 1

protein insertion
into membrane, 1

DNA metabolic process, 1

hemolysis by
organism of

erythrocytes in
other organism

during symbiotic
interaction, 1

metabolic process, 1

cell adhesion, 1
cell differentiation, 1

pore complex biogenesis, 1

Notch
signaling

pathway, 1

regulation of
developmental

process, 1

multicellular
organismal

development, 2

blood coagulation,
5

proteolysis, 31

negative regulation of
Wnt receptor

signaling pathway, 1

translation, 3

protein amino acid
phosphorylation, 1

mismatch repair, 1

intracellular,
5

extracellular
region, 18

membrane, 5

integral to
membrane, 2

pore complex, 1ribosome, 1

protein kinase
activity, 1

scavenger receptor
activity, 3

RNA binding, 1

structural constituent
of ribosome, 3

receptor binding, 1

catalytic activity, 24

protein
tyrosine
kinase

activity, 1

deoxyribonuclease II
activity, 1

peptidase inhibitor
activity, 5

GTPase activity, 1

GTP binding, 1

hyaluronic acid
binding, 1

metalloendopeptidase
activity, 7

growth factor
activity, 1

calcium ion
binding, 7

channel activity, 1
mismatched DNA

binding, 1

serine-type
endopeptidase

inhibitor activity, 9

serine-type
endopeptidase

activity, 24

hormone
activity, 1

protein
serine/threonine
kinase activity, 1

binding, 2

oxidoreductase
activity, 1

metallopeptidase
activity, 2

zinc ion binding, 9

ATP binding, 2

protein
binding, 5


