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Ubiquitin family** I Non-aynomymous SKP
Elongation factor Tu domain 2**

Elongation factor Tu GTP binding domain**
MORN repeat**

Thioredoxin**

Clp amino terminal domain**

C2 domain**

3-Oxoacyl-[acyl-carrier-protein (ACP)] synthase Iil C terminal**
Sodium/hydrogen exchanger family**

Nodulin-like**

Gilutaredoxin**

Regulator of chromosome condensation (RCC1)**

Disease resis ion-like region*

Sodium/calcium exchanger protein*
FAE1/Type Il polyketide synthase-like protein**
Protease inhibitor/seed storage/LTP family**
Protein of unknown function, DUF538**
Phosphatidylinositol 3- and 4-kinase*

RNA polymerase Rpb1 C-terminal repeat**
Phospholipase D Active site motif**

PH domain*

E1-E2 ATPase**

WD40-like Beta Propeller Repeat™
Mitochondrial carrier protein**

Annexin®

Glycosy! hydrolases family 16*
Triose-phosphate Transporter family*

EF hand**

Berberine and berberine like*

Jacalin-like lectin domain™*

lon transport protein*

von Willebrand factor type A domain*
haloacid dehalogenase-like hydrolase**
Extensin-like protein repeat”

Glycosyl hydrolases family 28*

PB1 domain®

Cyclic nucleotide-binding domain*
Chalcone and stilbene synthases, C-terminal domain*
Cation transporter/ATPase, N-terminus*
ACT domain

Exostosin family*

ABC-2 type transporter™

Plant protein of unknown function*
ATPase family associated with various cellular activities (AAA)**
Kelch motif*

DIL domain

B-box zinc finger*

Transferase family*

Helix-loop-helix DNA-binding domain*
Plant invertase/pectin methylesterase inhibitor
FAD binding domain*

Actin

O-methyltransferase

START domain*

Dirigent-like protein

GTPase of unknown function*

Basic region leucine zipper

Miro-like protein

lon channel

Peroxidase™

AMP-binding enzyme*

Calcineurin-like phosphoesterase*
Putative methyltransferase

ABC transporter™*

PBS lyase HEAT-like repeat*

Cellulose synthase*

UBA/TS-N domain

PAN domain*

Prenyltransferase and squalene oxidase repeat
Formin Homology 2 Domain

Plant PDR ABC transporter associated
Pyridine nucleotide-disulphide oxidoreductase
ABC transporter transmembrane region*
Pre-SET motif

Phosphotransferase enzyme family

FYVE zinc finger

bZIP transcription factor

Cytochrome P450**
Heavy-metal-associated domain

1Q calmodulin-binding motif*

Viral A-type inclusion protein repeat”
Sulfotransferase domain

Helicase associated domain (HA2)

U-box domain

CRAL/TRIO, N-terminus

Homeobox domain

Domain of unknown function (DUF1605)
PPR repeat™

Dimerisation domain

DEAD/DEAH box helicase*

D-mannose binding lectin*

Helicase conserved C-terminal domain*
Bacterial transferase hexapeptide (three repeats)
Methyltransferase domain

Harpin-induced protein 1 (Hin1)

Legume lectin domain

Glutathione S-transferase, N-terminal domain
MATH domain

Kinesin motor domain

Ataxin-2 C-terminal region

short chain dehydrogenase

Histidine kinase-, DNA gyrase B-, and HSP90-like ATPase
HEAT repeat”

Protein of unknown function (DUF1668)
NAF domain

PAN-like domain

Aldo/keto reductase family

Acyltransferase
Armadillo/beta-catenin-like repeat™

B3 DNA binding domain

Lipase (class 3)

Zinc finger, C3HC4 type (RING finger)
Pectinesterase

Cation transporting ATPase, C-terminus
Aminotransferase class | and Il

SRF-type transcription factor (DNA-binding and dimerisation domain)

Glutathione S-transferase, C-terminal domain
GDSL-like Lipase/Acylhydrolase

Major Facilitator Superfamily

BTB/POZ domain

'YDG/SRA domain

S-locus glycoprotein family

GRAS family transcription factor

Domain of unknown function

Protein kinase domain

DnaJ domain

FAR1 family

NAD dependent epimerase/dehydratase family
Protein tyrosine kinase

Transmembrane amino acid transporter protein
Sugar (and other) transporter

SNF2 family N-terminal domain

SET domain

Pumilio-family RNA binding repeat

WD domain, G-beta repeat

Cyclin, N-terminal domain

PHD-finger

Leucine rich repeat N-terminal domain

Integral membrane protein DUF6

Universal stress protein family

RNA recognition motif. (a.k.a. RRM, RBD, or RNP domain)
CRS1/YhbY domain

BRCA1 C Terminus (BRCT) domain

Hsp70 protein

Arabidopsis proteins of unknown function

Rare li in A (RIpA)-like double-psi beta-barrel
Glycosyl transferases group 1

Serine carboxypeptidase

Alcohol dehydrogenase GroES-like domain
Late embryogenesis abundant protein

SWIM zinc finger

Lipoxygenase

Protein of unknown function, DUF594
Reverse i (RN, DNA
Cathepsin propeptide inhibitor domain (129)

Multicopper oxidase

Ankyrin repeat*

mTERF

CBS domain pair

alpha/beta hydrolase fold

MatE

Aldehyde dehydrogenase family

NF-X1 type zinc finger

DHHC zinc finger domain

‘chromo' (CHRromatin Organisation MOdifier) domain
Tetratricopeptide repeat™*

F-box domain*

20G-Fe(ll) oxygenase superfamily
Leucine Rich Repeat**

WRKY DNA -binding domain

Integrase core domain
Plastocyanin-like domain

PLAT/LH2 domain

Papain family cysteine protease

IBR domain

Cupin

Subtilisin N-terminal Region

C1-like domain

Domain of unknown function DUF26

M protein repeat

Cupin domain

Pollen allergen

Ubiquitin carboxyl-terminal hydrolase
Terpene synthase family, metal binding domain
Zinc-binding dehydrogenase

Response regulator receiver domain
Glycosyl hydrolase family 3 N terminal domain
Glycosy! hydrolase family 3 C terminal domain
Myb-like DNA-binding domain*
Subilase family

Retrotransposon gag protein

Ras family

Protein phosphatase 2C

GRF zinc finger

PA domain

Zinc knuckle™

Protein of unknown function (DUF295)*
Terpene synthase, N-terminal domain
BED zinc finger

POT family*

family*
KH domain

OB-fold nucleic acid binding domain
FBD*

Zinc finger C-x8-C-x5-C-x3-H type (and similar)*
Domain of unknown function (DUF1719)*
LysM domain

hAT family dimerisation domain*

No apical meristem (NAM) protein*

Male sterility protein

Protein of unknown function (DUF1618)
Eukaryotic protein of unknown function (DUF889)*
Double-stranded RNA binding motif
NB-ARC domain**

Zinc finger, C2H2 type**

AP2 domain®

Glycosyl hydrolase family 1*

Calcium binding EGF domain*

Protein of unknown function (DUF563)
Protein of unknown function (DUF1723)"
K+ potassium transporter*

Protein of unknown function, DUF1544*
FHA domain™

Receptor family ligand binding region*
Ligand-gated ion channel*

OPT oligopeptide transporter protein*
MuDR family transposase*

AT hook motif**

Protein of unknown function (DUF 659)*
Glycosyl hydrolases family 17**

FNIP Repeat**

Replication factor-A C terminal domain*
X8 domain**



