Additional File 2, Figure S1. Cumulative size distributions of short exonic sequences before and after tBLASTn:  Note that the starting sample of exonic sequences (green circles) has been selected to have the same size distribution as our 556K population of candidate smORFs. Increasing the stringency of tBLASTn (that is, lowering the E-value cut-off) discriminates against short sequences.
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Additional file 2, Figure S1.  
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