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0495 | ATTA TAAT.]  aTTAGCTAA 0481 Vhrl bl KIRELLNFN[D[E
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Sko1 Gend Vhr1

I — (e) “Basic” region 1 (b1)
AT Ac TQAIU TGACGTCA Vhrl NKFSGNGATHKIRELLNFNDEKKWKQFSSRRLELIDKFQLSQYKASEQ
E— Vhr2 —KYTGYGTTHKIRAQLNFNDEKKWKKFSSRRLELIDSFGLSQHKASEQ
hr2 GYG
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< [ ] » (f)  sep_scer_vhr1 b2 SCSKEFEKLVTAAVQSVRRNRKRSK
H —’ Vhr2-specific MIT Sbay c485_11559 SCSKEFEKLVTAAVQOSVRRNRKRSK
4 l\ MIT_Smik_c610_10921 SCSKEFEKLVTAAVQSVRRNRKRSK
£ GCN4 and YAP MIT Spar_c26_11035 SCSKEFEKLVTAAVQSVRRNRKRSK
& overlapping half-sites WashU_Sbay Contig633.10 SCSKEFEKLVTAAVQSVRRNRKRSK
D WashU_Scas_Contig704.29 HYTHEFEKLVTAAVQSVRRNRKRSL
TCA-TCA. | TeasTcA WashU_Sklu_Contig2353.1 SSSAECKKLVTAAVQSVRRNRKRST
A e 2 WashU_Smik_Contig2807.8 SCSKEFEKLVTAAVQSVRRNRKRSK
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AT AcT,“CA_d VHR-specific * = identical : = strong similarity . = weak similarity

01 0 01 02 03 04 05 o



