
0.0 0.2 0.4 0.6 0.8 1.0

Estimated Haplotype frequency

0

10

20

30

40

50
S

eg
m

en
t l

en
gt

h 
M

A
D

−
sc

or
e

*32 segments
with MAD−score>50
1,454,917 total segments

(a)
* 102.7
* 42.0

0.00 0.04 0.08 0.12

1000G heterozygosity

0

5

10

15

20

25

S
eg

m
en

t S
N

P
 c

ou
nt

 (
x 

10
3  )

(b)

●

●

● ●

�

●

●

●

●

*0.9% *3.8% *5.0%
*5.7%

YRI CEU CHB JPT
Sample population

0.0

0.2

0.4

0.6

0.8

G
en

om
ic

 c
ov

er
ag

e 
(%

) (c)

YRI CEU CHB JPT
Sample population

0

1

2

3

4

5

S
eg

m
en

t l
en

gt
h 

(M
b) (d)


