PCR Confirmed

SNP Forward Primer (5'-3") .
Chr . Enzyme product Site fragment Acc
marker Reverse Primer (5'-3") yme p . g
size sizes
2828298 | TCCATTGATTCTCTGGTAACCCG Smal 300 20,80 100,200 ebi-1
GCTTTGAGCCACACTAAGCTC 200,80,20 Ws-2
2833639 | TGAAACCCATTTGTCACGTC Alul 363 335 363 ebi-1
TTTTGAAGCTTCTAAAACATCTTGTCAG 335, 28 Ws-2
3976656 | TCTTGATCGGAAAGGAATGG Sac | 357 355 357 ebi-1
TTCTCCTTCTTCAAACCGAGCT 355, 22 Ws-2
4211791 | TACAAGACGGTTTCCCCGCACGTGCCT Pst | 300 27 300 ebi-1
GCAGTTGATTGCGCTACTGA 283, 27 Ws-2
6411 v CTGGCCCAACGTTCTTTGCAAACCTCCGGTGAATT ECcoR | 266 32 266 ebi-1
GACCCAAGACTGGAGAACCA 234,32 Ws-2
169909* v  CTTCAATTCCTTCAGGACAG Hinfl 173 153 153, 20 ebi-1
TATGCGCTATGAAATTTGTG 173 Ws-2
639679° V  ATCTTTTGGCTCCAGGGCCAGATCACAGTGTCTA Accl 215 35 215 ebi-1
CCACCTGCTGAGAAGGAGAC 35,180 Ws-2
1694415 V  GGACACCTATGGTAGCCACAACCAAGAT Mbol 185 28 185 ebi-1
ATGCTTAATTGCGGGAAACA 28, 157 Ws-2
1694415 V  CCACAACCAAGAACTTTAT Apol 159 14 14,145 ebi-1
ACATGTATGCGAGAGAGGAT 159 Ws-2
1938340 V AATTCTTCCAATGGTTAAGAGTCGA Sall 240 23 240 ebi-1
CGGCAACAGATTTTAATTTT 23,217 Ws-2
2363266 V  ACGGGCTAGTTTCTCCTGCT Sma | 360 325 360 ebi-1
TATGGTTTTAGCAATTTCTGTTGTTGCAAACCCGG 325, 35 Ws-2
2388648 V  GCGTCAATCCTGGAATTTTTGGTAGGTCCCGA Mbol 273 32 32,241 ebi-1
TGCATCTACATGGGAACTTATTT 273 Ws-2
2586630 V  ATAAACTTTATCTTTGGATTCTTCTTTGTATA Acc | 354 32 354 ebi-1
AGGATTTGCGCATGCCTAT 322,32 Ws-2
2895501 V TACTCTTTAGTGAACTTCAGACCTCACGCG Miu | 189 30 189 ebi-1
TTTGAGTTATGAATTATTTGTAGCGTA 159, 30 Ws-2
3263815 V  GCAATGGCTGTCCAAAATCT Sma | 304 272 304,272 ebi-1

ATGGAAGAAAAATACCACAATAACAAAATTACCC 272 WSs-2
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