(a)

(b)

GISTIC Score

Target Gene .
Chromosomal Position

Driver Recall as Function of Driver Frequency

I

4= Leave-1-Out =pl
1 1 ]

Fraction of drivers identified (%)

90

80

70

60

50

40

30

20

L @ RegBounder 50%

(n =500 samples)

® MCR
@ Leave-1-Out

@ RegBounder 75%

(] 95%

0 1 2 3 4 5 6 7 8 9 10

Driver Frequency (%)

(€)

100

L
Target Gene

Driver Recall as Function of Sample Size
(5% driver frequency)

90

80

70

60

50

40|

30

20

Fraction of drivers identified (%)

ut
@ RegBounder 75%

100 200 300 400 500 600 700 800
Number of samples



