Proportion of sampled reads

Proportion of sampled reads

0.001

0.0001

1e-05

1e-06

0.001
0.0001

1e-05

1e-06

F Read length: 30 nt (Read multiplicity = 0.093)
[ k Insert k Read length: 60 nt (Read multiplicity = 0.071)
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i Te.mplate length: 250 nt
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Read length: 30 nt (Read multiplicity = 0.085)

k Insert k Read length: 60 nt (Read multiplicity = 0.068)
Read length: 90 nt (Read multiplicity = 0.052)
Read length: 120 nt (Read multiplicity = 0.052)

Te.mplate length: 500 nt
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|nsert Read length: 30 nt (Read multiplicity = 0.081)

k k Read length: 60 nt (Read multiplicity = 0.065)
Read length: 90 nt (Read multiplicity = 0.059)
Read length: 120 nt (Read multiplicity = 0.059)

Template length: 1000 nt
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