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PE read multiplicity (Number of significant alignments)

Read length: 30 nt (Read degeneracy = 0.082)
Read length: 60 nt (Read degeneracy = 0.066)
Read length: 90 nt (Read degeneracy = 0.060)

Read length: 120 nt (Read degeneracy = 0.060)
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PE read multiplicity (Number of significant alignments)

Read length: 30 nt (Read multiplicity = 0.085)
Read length: 60 nt (Read multiplicity = 0.068)
Read length: 90 nt (Read multiplicity = 0.052)

Read length: 120 nt (Read multiplicity = 0.052)
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PE read multiplicity (Number of significant alignments)

Read length: 30 nt (Read multiplicity = 0.093)
Read length: 60 nt (Read multiplicity = 0.071)
Read length: 90 nt (Read multiplicity = 0.064)

Read length: 120 nt (Read multiplicity = 0.064)
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PE read multiplicity (Number of significant alignments)

Read length: 30 nt (Read multiplicity = 0.081)
Read length: 60 nt (Read multiplicity = 0.065)
Read length: 90 nt (Read multiplicity = 0.059)

Read length: 120 nt (Read multiplicity = 0.059)
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