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k ≤ 1 (N=250408 | 0.01=0.78, 0.1=0.87, 0.25=0.89, 0.5=0.92)
k ≤ 2 (N=250152 | 0.01=0.74, 0.1=0.84, 0.25=0.86, 0.5=0.89)
k ≤ 3 (N=249483 | 0.01=0.70, 0.1=0.81, 0.25=0.84, 0.5=0.87)

A    Human 261 kb
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k < 2 (N=94678 | 0.01=0.00, 0.1=0.00, 0.25=0.06, 0.5=0.94)
k < 3 (N=94678 | 0.01=0.00, 0.1=0.00, 0.25=0.05, 0.5=0.92)
k < 4 (N=94678 | 0.01=0.00, 0.1=0.00, 0.25=0.13, 0.5=0.91)

B    RPL genes
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k < 2 (N=189356 | 0.01=0.00, 0.1=0.00, 0.25=0.00, 0.5=0.00)
k < 3 (N=189356 | 0.01=0.00, 0.1=0.00, 0.25=0.00, 0.5=0.00)
k < 4 (N=189356 | 0.01=0.00, 0.1=0.00, 0.25=0.00, 0.5=0.00)

C    2x RPL genes

1000+
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k < 2 (N=189356 | 0.01=0.00, 0.1=0.00, 0.25=0.00, 0.5=0.06)
k < 3 (N=189356 | 0.01=0.00, 0.1=0.00, 0.25=0.00, 0.5=0.00)
k < 4 (N=189356 | 0.01=0.00, 0.1=0.00, 0.25=0.00, 0.5=0.00)

D    2x RPL +2%
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E    2x RPL +5%
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k < 2 (N=189356 | 0.01=0.00, 0.1=0.00, 0.25=0.01, 0.5=0.52)
k < 3 (N=189356 | 0.01=0.00, 0.1=0.00, 0.25=0.00, 0.5=0.13)
k < 4 (N=189356 | 0.01=0.00, 0.1=0.00, 0.25=0.00, 0.5=0.03)
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k < 2 (N=189355 | 0.01=0.00, 0.1=0.00, 0.25=0.05, 0.5=0.95)
k < 3 (N=189355 | 0.01=0.00, 0.1=0.00, 0.25=0.02, 0.5=0.78)
k < 4 (N=189355 | 0.01=0.00, 0.1=0.00, 0.25=0.01, 0.5=0.39)

F    2x RPL +10%
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Per-locus degeneracy, d/depth


