IUM read (50bp)

ent 1 (25bp) segment 2

two mismatches

ChI' { CACTATCTAA _ TGTAGTTTTATTATTTGCCCAATGG GCTGAAATGGAGAATATGGCTCCGG — CTGCGTCATA ChI‘ J

135223344 135223368 . 7287237746 287237722 (genomic coordinate)

a break point

(a) finding a fusion in case of two segments

IUM read (50bp) partner read (50bp)
| CTATGTAA. .. TTTAACTGA
nt 1 (25bp) segment 2 (25bp) rea

3) (2) e T (1)
chr i casrrrcorc |EERRCACTRTCHRRARICARERTIG] TTTTACAGGTAC ATTGTAGTTTTAT GAATATGGCTCC | GGTGAACAGTAAC  AATGATAGCG. . .cTaG [[CRIGIARMINIRIARCICA] chr
i T T i

135223330 135223354 . 287237748 287237685

|

a break point

(b) finding a fusion using paired-end reads



