
segments

TTGTGACTTAATCGTAGATTACGGG

ACAACTGCACTTGGCACGGCCCTGA

TTGATTGGCCAGCAAGCCCTTAACT

CTACAACTGCACTTGGCACGGCCCT

AGCAAGCCCTTAACTTCAGTTCTGC

TTTTACAGGTACGGTCAACAGTAAC

ATCCATGGTTTGGTTGTGACTTAAT

AGTTAAGGGCTTGCTGGCCAATCAA

CTCAATCCCTCTTTACTCATTGGTG

GTCTGCGTTGGAATCAGGGCCGTGC

spliced fusion contigs

ATTCCCGTAATCTACGATTAAG TCACAACCAAACCATGGATTAC

GGTCTGCGTTGGAATCAGGGCC GTGCCAAGTGCAGTTGTAGTGC

ATCAATTTTCTTTTACAGGTAC GGTCAACAGTAACAATGATAGC

AGACGCCCACCAATGAGTAAAG AGGGATTGAGCGCGACTTCTCT

GCCATATTGATTGGCCAGCAAG CCCTTAACTTCAGTTCTGCTAG

(a) mapping segments against spliced fusion contigs

IUM read 1

chr i:3250752 TGTCCTTAGAATAATCAAAGATCTTCCCAGAATCGCCATTTAAGTGGGCGCAACTCGGTCCCCTTCCGGGAAAAG chr i:3250826

chr j:542385472 TGTCCTTAGAATAATCAAAG ATCTTCCCAGAATCGCCATTTAAGTGGGCGCAACTCGGTCCCCTTCCGGGAAAAG

intron

chr j:542383833

chr m:113583953 TGTCCTTAGAATAATCAAAGATCTTCCCAGAATCGCCATTTAAGTGGGCGCAACTCG

fusion

GTCCCCTTCCGGGAAAAG chr n:113584027

IUM read 2

chr i:135223330 TTAACACTATCTAAAATCAATTTTCTTTTACAGGTAC

fusion

GGTCAACAGTAACAATGATAGCGACGACTGCGTCATAG chr j:287237711

chr k:6543735 TTAACACTAT CTAAAATCAATTTTCTTTTACAGGTACGGTCAACAGTAACAATGATAGCGACGACTGCGTCATAG

deletion (3bp)

chr k:6543762

mismatch

(b) picking the best alignment among multiple mappings


