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IP appears successful
Significant enrichment for signal in IP over Input
Divergence test g-value (pFDR): 0.000712
TN: 0.000172 HN: 0.000421 TC: 0.001678 HC: 0.001263
Scaling factor: 0.30055 (scale input by this ammount)
2.0279% of the genome is enriched for signal.
Cumulative % enrichment of IP over Input: 61.4945%
Warnings:

The IP channel is extremely zero—inflated, indicating
a potentially insufficient depth of sequencing in the
IP channel. The false negative rate in peak calling

may be high as a result.

(a)

IP strength %1.9966 of genome is

enricl signal

%41.373
backgrg
reads 625

al reads

%98. IS
devoid of signal
IP appears successful
Significant enrichment for signal in IP over Input
Divergence test g—value (pFDR): 0.000712
TN: 0.000172 HN: 0.000421 TC: 0.001677 HC: 0.001263
Scaling factor: 0.3423 (scale input by this ammount)
1.9966% of the genome is enriched for signal.
Cumulative % enrichment of IP over Input: 58.625%
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P appears successful
Significant enrichment for signal in IP over Input

Divergence test g—value (pFDR): 6.84e-26
TN: 1.65e-26 HN: 4.04e-26 TC: 1.61e-25 HC: 1.21e-25
Scaling factor: 0.61192 (scale input by this ammount)

2.2007% of the genome is enriched for signal.
Cumulative % enrichment of IP over Input: 19.1968%
Warnings:
Possible PCR amplification bias in Input,
more than 25% of the reads map to less
than 0.01% of the genome. Consider
de—duplicating your reads and
running CHANCE again.

(b)

The IP appears weak
The percentage enrichment of IP over
Input is not statistically significant
Divergence test g—value (pFDR): 0.369995
TN: 0.413925 HN: 0.431307 TC: 0.252079 HC: 0.311304

(d)



