a. Dog

5052 :

21

5110 :

30 :

15466 :

49 :

15526 :

60 :

17626 :

80 :

17686 :

91 :

19013 :

110 :

19072 :

126 :

19122 :

140 :

20033 :

160 :

20093 :

171 :

21250 :

191 :

21310 :

200 :

22479 :

220 :

22539 :

240 :

22599 :

260 :

22659 :

270 :

28454

289 :

28512 :

299 :

29404 :

319 :

29464 :

339 :

29524

359 :

29584 :

: MetLysProLeuLeuGluThrLeuTyrLeuLeuGlyMetLeuvalProGlyGlyLeuGly :

FEPEEEEEETEEEE e SPrr e SEE e e e e bepept e nl
MetLysProLeuLeuGlyThrLeuCysLeuLeuGlyIleLeuIleProGluGlyLeuGly

ATGAAGCCTCTGCTTGGGACCCTTTGTC GGGGATCCTGATTCCTGAGGGGCTGGGA

TyrAsp{Ar} >>>> Target Intron 1 >>>> {g}SerLeuAlaGInHisArg :

[ARNRRESNY; 10329 bp LHLLEEETErrrre vl
TyrAsp{G1}++ ++{y}SerLeuATaGInProArg
TATGAT{GGIGt .« v vvvieeeeeneaeannnns ag{A}TCCCTAGCACAACCCAGA :

G1 nGluIlevalAspLysServalSerProTrp<->SerLeuGluThrTyrSerTyrAsn :

sUPPetpp e ter vt Pl [ERRARRR AR RN NN
ArgG1 uvalvalGluGluThrGlySerProTrpGlnSerLeuAspThrTyrSerTyrThr

CGTGAGGTTGTGGAAGAGACAGGGAGCCCGTGGCAGAGCCTGGACACCTATTCCTATACC

IleTyrHisProMetGlyGlu >>>> Target Intron 2 >>>> IleTyrGluT :

VULLEEEEEEEErre vl
ArgTyrHisProMetGTluGTu++

2067 bp [IRRARERRY
++IleTyrGInT

AGATATCACCCTATGGAGGAGOT . + vt v i i i i i AgATCTATCAGT :

rpMetArgGluIleSerGluLysTyrLysGluvalvalThrGinHisPheLeuGlyvalT :

RN N NN RN R N R A NN A RN RN
rpMetIleGInIleSerGluLysTyrAlaGglyvalAlaThrGinHisPheLeuGlyMetT

GGATGATCCAGATAAGTGAGAAGTACGCAGGAGTGGCGACACAGCATTTCCTAGGCATGA

hrTyrGluThrHisProMetTyrTyrLeuLys >>>> Target Intron 3 >>>>
[EPEEEEEEEE e PP r 1296 bp
hrTyrGluThrArgProMetTyrTyrLeuLys++ +
CCTATGAGACCCGGCCCATGTATTA GAAGOTL. . vttt e a

IleSerGInProSerGlyAsnProLysLysIleIleTrpMetAspCysGlyIleHisAl
FEEEREEEEEEr e S e e e e e e e e e e e e e e e e e
+ITeSerGInProSerAspAsnProLysLysIleIleTrpMetAspCysGlyIleHisAl

gATCAGCCAGCCATCCGATAACCCCAAGAAGATCATTTGGATGGACTGTGGAATTCATGC

aArgGluTrpIleAlaProAlaPheCysGInTrpPhevalLysGlu >>>> Target
FECEEEEEEEE e r e e e e e e e e e e el 87
aArgGluTrpIleAlaProAlaPheCysGInTrpPhevalLysGlu++
CAGGGAATGGATTGCCCCAGC GCCAATGGTTTGTGAAAGAAGL. . .o vvvunns

Intron 4 >>>> TIleLeuGInAsnHisLysAspAsnSerSerIleArgLysLeuLeu :

1 bp FEPRERERETE e PP E e pr e pp e ey
++ITeLeuGInAsSnTyrLysAspAsnProArgIleGlyArgPheLeu

............. AgATTCTACAAAACTATAAAGACAACCCAAGGATAGGAAGATTCCTT

ArgAsnLeuAspPheTyrvalLeuProvalLeuAsnIleAspGlyTyrIleTyrThrTrp :

ArgAsnLeuAspPheTyrvalLeuProvalLeuAsnIleAspGlyTyrIleTyrThrTrp

AGAAACCTGGACTTCTATGTGCTTCCAGTTCTTAATATAGATGGTTATATCTATACTTGG

ThrThr >>>> Target Intron 5 >>>> AspArgLeuTrpArgLysSerArgs :

[T 1124 bp
ThrThr++

++ASpArgLeuTrpArgLysSerargs

ACAACTOE. ottt AgGATAGGCTTTGGAGGAAATCTCGTT :

erProHisAsnAsnGlyThrCysPheGlyThrAspLeuAsnArgAsnPheAsnAlaSerT :

(AR NN RN N RN N AN R AN RN RN
erserHisAsnAsnGlyThrCysPheGlyThrAspLeuAsnArgAsnPheAsnvalSerT

CATCCCATAATAACGGCACATG GGGACAGATCTCAATCGAAA CAACG CCT @

rpCys{S} >>>> Target Intron 6 >>>> {er}IleGlyAlaSerArgAsncC :

[ARNREYE; 1142 bp LA BN AR NN RN RN
rpCys{S}++ ++{er}IleGlyAlaserLysAsnC
GGTGT{AIgt. it ag{GT}ATTGGCGCATCGAAAAACT :

ysGInAspGInThrPheCysGlyThrGlyProvalSerGluProGluThrLysAlavalA :

FEEEEEEE SPEEE e e e e e e e e e e e e el
ysGInAspIleThrPheCysGlySerGlyProvalSerGluProGluThrLysAlavals

GCCAGGATATAACATTCTGTGGCTCAGGACCAGTGTCAGAACCAGAGACTAAAGCCG :

laserpheIleGluSerLysLysAspAspIleLeuCysPheLeuThrMetHisSerTyrG :

PELEEEEE =t s PR e VPSPl
erSerPheva1 GluSerLysLysGluSerIlevalCysPheLeuThrMetHisSerTyrG

CCAGCTTTGTGGAGAGCAAGAAGGAGAGCATCGTGTGCTTCCTGACCATGCACTCCTACG

TlyGlInLeuIleLeuThrProTyrGlyTyrThrLysAsnLysSerSerAsnHisProGlum :

FEEEEEEEEEEEE e et e e e e e e e e e e e e e e e e ey
TlyGlInLeuIleLeuThrProTyrGlyTyrThrLysAsnLysSerSerAsnHisGluGluL

GGCAGCTCATCCTCACGCCTTATGGCTACACGAAAAATAAGTCCAGTAACCACGAGGAAC

et >>>> Target Intron 7 >>>> IleGInvalGlyGlnLysAlaAlaAsnAl
! 5765 bp [NARR AN RR RN
eu++ ++ITeGInvalGlyGlnLysAlaAlaAsnAl

aLeuLysAlaLysTyrGlyThrAsnTyrArgvalGlySerSerAlaAspIleLeu{T}
(AR R N RN AN AN NN AR AR RN AR AR NR RN
alLeuLysLysLysHisGlyThrAsnTyrArgvalGlySerSerAlaAspIleLeu{T}++

ATTGAAAAAAAAGCATGGAACCAATTATAGAGTTGGATCGAGTGCAGATA A{T}gt :

>>>> Target Intron 8 >>>> {yr}AlaSerSerGlySerSerArgAspTrpAl

bp LSRN R RN RN NN RN
++{yr}AlaThrserGlySerserArgAspTrpAl

......................... ag{AT}GCCACATCAGGGTCTTCAAGAGACTGGGC :

aArgAspIleGlyIleProPheSerTyrThrPheGluLeuArgAspSerGlyThrTyrGl
FECEEEEE R r e e e e e e e e e e e e e e e s e e eyl
aArgAspIleGlyIleProPheSerTyrThrPheGluLeuArgAspAsnGlyThrTyrGl

TCGGGACATTGGGATCCCCTTCTCATACACATTTGAGCTCCGGGACAATGGTACATATGG

yPhevalLeuProGluAlaGgInIleGInProThrCysGluGluThrMetGluAlavalLe :

FEPE SRRt Cr e e e e S e e e e e e e e el
yPheIleLeuProAlaAlaGgInIleGInAlaThrCysGluGluThrMetGluAlavalLe

ATTTA GCCAGCAGCTCAGATTCAGGCCACCTGCGAGGAGACCATGGAGGCTGTGCT :

uServalLeuAspAspvalTyrAlaLysHisTrpHisSerAspSerAlaGlyArgvalTh :

FECEEEEEEEEEE et e e b e b e et eer eyl
uServalLeuAspAspvalTyrGluLysTyrTrpAsnSerAspSerAlaGlyLysvalTh

CTCGGTCCTGGATGATGTATATGAGAAATACTGGAATTCAGACAGTGCTGGCAAGGTGAC

rserAlaThr : 361
[BEERNARNN
rProAlaThr
ACCTGCCACG : 29594

. . @gATCCAAGTTGGACAGAAGGCAGCAAATGC :

20

5109

29

15465

48

15525

59

17625

79

17685

90

: 19012

109

19071

125

¢ 19121

139

20032

159

20092

170

21249

190

21309

199

22478

219

22538

239

22598

259

22658

269

28453

288

28511

298

29403

318

29463

338

29523

358

29583

b. Mouse

223 :

29821 :

243

29879 :

261 :

29935 :

274

35674 :

289 :

35722 :

302 :

36651 :

322

36711 :

342

36759 :

L NN NN e e N R R RN AR RN
LysLysG] uArgLysCysPheLeuCysPheLeuThrTh rArgCysTyrGlyGlnLeuIle

LeuThrProTyrGlyTyrTh rLysAsnLysTh rSerLysTyrG1 uHisLeu++
CTCACACCATATGGCTACACCAAAAATAAAACAAGTAAATACGAGCATCTAGE. ... ...

5702 bp FEEEVEEETEEE PR EE P e v e e
++ITeGInvalGlyGlnLysAlaAlaSerThrLeuLysAlaL

(AR RN AR RN NN RN RN AN AR
ysHisGlyThrAsnTyrArgvalGlySerSerAlaAspIleLeu{T}++
AGCACGGAACCAATTATAGAGTTGGATCGAGTGCAGATATTTTA{T}gt ... .. tut.

95 bp LEIREE#E LEEEEEEEEEr e p e v veppg |
++{yr}Ala#---SerGlySersSerLysAspTrpAspGlyAspIle

FECEEE YRR EE PP e vp e e e P e e
GlyIleSerPheSerTyrThrPheGluLeuMetAspAsnGlyThrHisGlyPheAlalLeu
GGGATCTCCTTCTCCTACACA GAGCTAATGGACAATGGTACCCATGGG GCTCTG

SULEEEEEEEE v v P v e vepr
--valCysGluGTuAl aLysAspA1 aIleLeuLeuvalLeu

AspAspvalTyrAlaLysHisTrpHisSerAspserAla : 354
FEEEEREETErE vere v pp rerre bep ||
AspAspvalTyrGluAsnPheTrpSerThrAsnSerAla
GATGATGTTTATGAGAATTTCTGGTCCACCAACAGTGCC : 36799

c. Rat

168 :

27846 :

188 :

27904

196 :

29708 :

216 :

29768 :

235 :

29829 :

255

29889 :

265 :

35756 :

285 :

35816

294 :

36698 :

313 :

36758 :

SerArgSerProHisAsnAsnGlyThrCysPheGlyThrAspLeuAsnArgAsnPhe{A} :
LrE e re ettt VP e [RENRREY;
SerGlyProSerHisHisSerAspThrCysPheGlyThrAspLeuAsn***TyrPhe{S}
TCAGGACCATCCCATCATAGTGACACATGCTTTGGAACAGATCTCAATTGATATTTC{A}

1777 bp {a13 0ttt LT
++ ++{er}LeuLeuTerheProAspI1eG1yThr
I < 1 ag{GC}CTCCTGTATTTCCCAGATATCGGCACA :

PEEEPEEEEEE e YEEEEE ey e v ppe e e e e
ProIleAsnCysGlnAspvalThrPheCysGlyIleGluProMetLeuGluProGluLeu

! [N A E NN sihvovrbevggagg L0 LLLLLOEEEE e
ThrrproSerGinAlaLeuGlnLysAlaArg####LysLysAspIleLeuCysPheLeuIl

YEEE TR e YL
eMetGlySerTyrGlyGInLeuIleLeuThrProTyrGlyHisThrLysAsnLysProHi

PRppsrt pets
SAsnTyrGluGluLeu++

5837 bp [IRRRRRRNRNRRN

++ITeGInvalGlyGln

FECEEEEEE e L EE R e = 2R et
LysAlaAlaArgAlaLeuLysAlaLysHisGlyThrAsnTyrArgvalGlySerGlyAla

[NRRARARNEYE; 855 bp LA RN R
AspIleLeu{T}++ ++{yr}AlavalArgIleLeu
D GATATTTTA{TIO . oottt eeeeas ag{AT}GCTGTCAGGATCCTC :

Lo Phfp et ottt L
LysArgLeuGTuTrpArgHisTrpAspProLeuLeuPheSerTyrThrPheGluLeuval

AspserGlyThrTyrGlyPhevalLeu : 321
FEPE VLRt et
AspAsnGlyThrHisGlyPheAlaLeu
GACAATGGTACCCATGGGTTTGCTCTG : 36786

G1 userLysLysAspAspﬂeLeuCysPheLeuThrMetH1 sSerTyrGlyGlnLeuIle :

aagaaagaaagaaagTGCTTCCTGTGCTTCCTGACCACGCGCTGTTATGGGCAGCTCATT

LeuThrProTyrGlyTyrThrLysAsnLysSerSerAsnHisProGluMet >>>> Ta :

rget Intron 1 >>>> 1IleGInvalGlyGlnLysAlaAlaAsnAlaLeuLysAlaL :

. . agATTCAAGTTGGACAGAAGGCGGCAAGCACACTGAAAGCAA

ysTyrGlyThrAsnTyrArgvalGlySerSerAlaAspIleLeu{T} >>>> Target :
8

Intron 2 >>>> {yr}Ala-SerSerGlySerSerArgAspTrpAlaArgAspIle :

.............. ag{AT}GCTG---TCAGGATCCTCAAAAGACTGGGATGGAGACATT

GlyIleProPheSerTyrThrPheGluLeuArgAspSerGlyThrTyrGlyPhevalLeu :

ProGluAlaGinIleGInProThrCysGluGluThrMetGluAlavalLeuServalLeu :

~-GTATGTGAAGAGGCCAAGGATGCCATTCTCTTAGTCCTT :

>>>> Target Intron 1 >>>> {sn}AlaSerTrpCys<- >SerI1eG1yA1a :

SerArgAsnCysG1InAspGInThrPheCysGlyThrGlyProvalSerGluProGluThr :

CCCATAAACTGCCAAGATGTAACATTCTGTGGGATAGAACCAATGTTGGAACCAGAACTC

LysAlavalAlaserpheIleGluSerLys----LysAspAspIleLeuCysPheLeuTh :

ACTCCTTCTCAAGCCTTACAGAAAGCAAGGGGGAAAAAAAGACATCCTGTGCTTCCTGAT &

rMetHisSerTyrGlyGlnLeuIleLeuThrProTyrGlyTyrThrLysAsnLysSerSe :

CATGGGCTCTTATGGGCAACTCATTCTCACACCATATGGCCACACCAAAAATAAACCACA

rAsnHisProGluMet >>>> Target Intron 2 >>>> IleGlnvalGlyGln :

TAACTACGAAGAACTAGL . oot v it i it ieieaaaas AgATTCAAGTTGGACAG :

LysAlaAlaAsnAlaLeuLysAlaLysTyrGlyThrAsnTyrArgvalGlySerSerAla :

AAGGCGGCAAGAGCCCTGAAAGCAAAGCATGGAACCAATTATAGAGTTGGATCGGGTGCA

AspIleLeu{T} >>>> Target Intron 3 >>>> {yr}AlaSerSerGlySer :

SerArg<->AspTrpAlaArgAspIleGlyIleProPheSerTyrThrPheGluLeuArg :

AAAAGACTGGAATGGAGGCATTGGGATCCCCTTCTCTTCTCATACACATTTGAGCTGGTG

242

29878

260

1 29934

273

35673

288

1 35721

301

36650

321

1 36710

341

36758

187

1 27903

195

29707

215

29767

234

29828

254

29888

264

35755

284

35815

293

36697

312

36757



