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ACDC domain alignment graphic. A multiple sequence alignment of the ACDC domains in

apicomplexan proteins.The raw data used to generate this graphic and the location of the domain in each protein's
sequence can be found in Additional file 15. Sequence identifiers refer to EuPathDB gene identifiers. Jagged lines
indicate unconserved insertions in the domain.
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Partial CSTF domain alignment graphic. A multiple sequence alignment of the apicomplexan

proteins encoding the domain is shown in graphical format.The raw data used to generate this graphic and the
location of the domain in each protein's sequence can be found in Additional file 21. Sequence identifiers refer to
EuPathDB gene identifiers.
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Extended ELM2 domain alignment graphic. A pairwise sequence alignment of the P.falciparum

proteins encoding the domain is shown in graphical format.The raw data used to generate this graphic and the
location of the domain in each protein's sequence can be found in Additional file 22.
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MYND domain alignment graphic. A multiple sequence alignment of P.falciparum
proteins encoding the domain is shown in graphical format.The raw data used to generate this graphic
and the location of the domain in each protein's sequence can be found in Additional file 23.



