(a) enrichment in fractions 2-5 (b) specificity of fractions 2-5

after bioinformatic filters after bioinformatic filters
4 O AplLOC O Literature Review 1500 :
I
: unﬁltered
| exporta 4G profcome
3 © ~SP
2 mitochondrial transit pephde‘
ll _— | — ; 1000 : at least 2 peptides ™ =™
- £ :
& ko i ~combined
= 2 2 I
S S Qo |
g ‘S ! Fractions 2-5 excl.=
= & |
[0} g |
g 500 + :
c |
14 |
|
I
IrRandom
0 - |
0- - — T T T T T T
> > & 5 Q K > 0 20 40 60 80 100
@ () N.O 9 N ()
) & OS] NS - _
N S &3 S positive predictive value (%)
§ & oF &
O & o)
Q 9]
C
transcription (50)
chromatin remodeling (47)
unknown function (255) / DNA replication/repair/metabolism (34)

/other nuclear (29)

___» nucleolus (12)
——— splicing (28)

T ribosome (74)

\translatlon (45)
non-nuclear organelles 35) RNA-blndmg (38)
cytoskeleton

others (13) RNA processing/metabolism (13)
cell cycle/spindle/centrosome (12)

protein folding and modification (44) rietabolisrn (27) Y otmaorrelobicii )



