
TP53
KRAS

UGT2B28
BCAT1

LCT
PTEN

PLCB1
RB1

ALG8
DGKB

PLCD4
TTN

SI
PRKCB

AKT2
EHHADH

TUSC3
PAK1

RHOA
CYP8B1

PPT1
XYLT1

MGAT5B
GSTT1
POLD3

CAD
CYP2C19

PRKCG
F2

AOX1
ACACB

ST6GALNAC3
KIT

GALNT13
PTK2

ST3GAL3
DHFR

ADCY8
MTHFD2L

LAMA3
NRAS

ATP6AP1
ITPR2
UXS1
HEXA

GRIN2A
HAO2
RPN1
ITGA4
ALPL
POLE

NF1
CHSY3

CPS1
PRPS1L1

PIK3CA
FLAD1

ST8SIA1
NDUFV3

ASNS
HLA−G

CREBBP
GSS

RYR2
PXN

G6PD
GSN

HRH4
UGT1A9
BRCA1

PAH
ADCY2

BDKRB1
PPP2R1A

OR2M2
ATIC

GRIN2B
ADRBK2
PDGFC

AASS
MYH3

CCAR1
CLTCL1
PTDSS1
GABRA6
OR12D3
WNT2B
TAF4B

EPHX2
CCNE1
ITPKB

CNGA3
PRODH2

MET
PRKDC

CACNA1D
NDUFB7

ADCY9
COX5B
ENPP3
NFKB1

ALG1
MC2R

CACNA1C
NT5C3

UGT1A7
NUP205

TKT
MYH4

MAP3K10
SOS1
IKBKB

ACOX1
ADCY1

PRLR
ADH1B
ATP5O
PLCB2
TUBB4
ACTN2

PGLS
OR2C3
MGAM

HSD17B4
P2RY2

CHRM2
GLDC

OR5D16
OCRL

L1CAM
MAP2K4
AHCYL2

CYP11B1
TPO

AGTR2
SUPT5H

CD8A
ETV1

MMP1
EIF2S1
EP300

GK
OR13C5

OR5V1
1 31 62 92 123 153 183 214 244 275 305


