(a)

(b)

(c)

S. pombe S. japonicus

Nucleosome Occupancy (Log)

-2 -15 -1 -0.5 0 0.5 1 1.5 2 -2 -15 -1 -0.5 0 0.5 1 1.5 2

distance from alignment (bp) distance from alignment (bp)
S. pombe S. octosporus S. japonicus

| —non-origin-proximal NFRs
—origin-proximal NFRs
-400 -200 0 200 400 -400 -200 0 200 400 -400 -200 0 200 400

Distance from NFR Center (bp)  Distance from NFR Center (bp) Distance from NFR Center (bp)

poly A poly AG poly G Sap1 CTCGCT
2 2 2 2 2
[2]
= 1 1 1 1
< AA AAAAAAAAAAA j GéﬁécﬂﬁéﬁéééﬁAQéQ j GGGCGQGGGGGQQGG j IMA(-AGAAI -TA‘:\-‘GA j ' QLGI%
5 10 15 5 10 15 5 10 15 5 10 15 5 10 15
Q 1.0
Q
g oo WW W
—~ -1.0
LN
%)) 87 -2.0 12184 603 65 45 4
)
S €
S8 1o
&3 oo v ) b A
8
o O -10
o 2.0
e > 12883 1151 43 44 4
n (@)
0
o
0w 2
8 S 1o
S 0.0 "V‘W \MV\/\\,\J\[/WN“M W%
Q0
g
7)) -2.0 5750 1015 251 131 167
2 -1 0o 1 2 2 -1 0o 1 2 2 -1 o 1 2 2 -1 0o 1 2 2 -1 0o 1 2

Distance from motif (kb)



