Supplementary Figure S5: Motif recovery percentage plots. We used our
ChIPMotifs program to identify two canonical TCF7L2 motifs, W1 of 6 bp and W2
of 8 bp for each cell type. We then used each of two motifs’ PWMs to scan the
sequences of each set of peaks to determine how many contained either of the
two motifs. As seen in the plots, for each cell type the percentage of motifs
recovered decreases as more peaks are called.
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