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>gi|328780825|ref|XP_624392.3|_PREDICTED:_hypothetical_protein
_LOC552009_isoform_1_[Apis_mellifera]

 MQRTLFFKKFLMPCGLCAAVPAMKPPIPEEHPAPCSNEIQGKKLIKPSELPIYSIDDGYT 

KQMPCIQYPSIVEDNIRKIRQTVSEIKLTIDKISRDISSSLESLKFISDYLQDQANLMPR 

IGAVGVGGLSGLILSLRGGIFKRLMYTTTGAAIVGCVCFPKETKETVNTMEHYGNVSYNF 

IYGVKPGDNKKEISFNEFPLVKSVLESEYFRMLVQFFEQKTNDTPTTTDVVLTDTTAKTE 

INKKK!

ApoO conserved donmain Peptides identified

(b)(a)

(c)
>gi|66510575|ref|XP_392939.2| PREDICTED: hemocyte 
protein-glutamine gamma-glutamyltransferase-like [Apis 
mellifera]

MSREEPLVVEMVYLYEKENAKLHHTINYELVHLDPPAAVLRRGQSFHIALRFNREYIDE
IDIVRLLFSFGPNPNVLRGTRGVNTITNRDSYLTDLEAWGVRLIGVSGVDLSAEVRSPV
DSPVGMWQLNIETTIVGSKRSPNTYNYDKDIYLLFNPWLKEDLVYMEDEQLLDEYILND
VGKIWVGAWGSARGREWIFGQFDAYVLKACQLLLERSGIKANSRGDPIQMCRAISRIVN
SNDDKGVVTGRWDGDYQDGTAPAAWTGSVPILEQFLETGESVKYGQCWVFAGVVTTVCR
ALGIPSRVVSNLVSAHDANASLSVDRYYSKENEELEYDPNNVEGEDSIWNYHVWNDVWM
ARPDLPKGYGGWQAIDSTPQEPSEGVYQCGPASVEAIKQGVVGYNYDVTFMLASVNADL
MRWIEDPDSEMGFRKIDCNKYHIGRMILTKAPWVYDPNGDRDREDITSLYKAKEGTELE
RLTLYRAVRSTELAKRFYSLPSPAKEDVEFDLVDIERVNIGEPFAVIVNIKNKSNEKRT
IQAILSAGSVYYKGIKAYLVKRASGDFVLEPYASEQLRLTITVDDYLDKLVEYCNMKLY
SIATVVETKQTWADEDDFQVLKPNIVVKIDGEPTVGKPSIISLRFKNPLQRVLTDCKFN
YAGPGLTRNKTLAFRDVDPEEDVYVEHQLIPQKAGSQKIIATFTSKELVDVTGSAVIDV
LDMDE

 
Domains 

Transglut (pfam00868) 

Transglut_core (cl10469) 

Transglut_C ( pfam00927)

Peptides identified 


