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Transcription regulation 

Regulation of transcription, DNA-dependent 

Regulation of RNA metabolic process 

Regulation of transcription from RNA polymerase II promoter 

DNA-binding region:Basic motif 

Domain:Leucine-zipper 

Domain:Helix-loop-helix motif 

Nucleoplasm 

Chromatin regulator 

Pax6 - C binders
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DNA binding 

Zinc finger, GATA-type 

Transcriptional repressor complex 

NuRD complex 

Histone deacetylase complex 

Sequence-specific DNA binding 

Chromatin remodeling complex 

Pax6 - 5mC binders
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Response to DNA damage stimulus 

DNA repair 

Cellular response to stress 

DNA damage 

DNA metabolic process 

Single strand break repair 

Pax6 - 5hmC binders


