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DAVID Gene Onthology: Benjamini-corrected p-value 

ESRRB

RBPJ-k

FOXK2

ZNF24

FOXK1
MPG
L3MBTL2

FOXP4
ZFP462
EHMT1
MGA
FOXP1
MTA3
P66a
CHD4
MTA2
SALL1
SALL4
TOP2A

EHMT2

MBD3

P66b
 HDAC1/2
RBBP7

RBBP4
ZSCAN21

FOXN3
CHD7
SIN3A

1 2 3 1 2 3 1 2 31 2 3

5hmC C 5mC 5fC

HDAC1 HDAC2

MTA1

MTA2 MTA3

CHD4

MBD3

p66a

RBBP7

RBBP4

(a)

(b) 1.00E-15 1.00E-14 1.00E-13 1.00E-12 1.00E-11 1.00E-10 1.00E-09 1.00E-08 1.00E-07 1.00E-06 1.00E-05 1.00E-04 1.00E-03 1.00E-02 1.00E-01 1.00E+00 

Regulation of transcription 

Regulation of RNA metabolic process 

Transcription factor activity 

DNA binding 

Negative regulation of transcription 

Nucleoplasm part 

Histone deacetylase complex 

Negative regulation of biosynthetic process 

NuRD complex 

Transcription repressor activity 

Negative regulation of gene expression 

Chromatin remodeling complex 

Zinc ion binding 

Transcription factor, fork head 

RPL26

PRP8


