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HEL vs AML-193 P31/FUJ vs MV4-11 HEL vs MV4-11
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Fold over meanFold (log2)

(a) (b)
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(d)

R=0.94
Fold = 76.8

R= - 0.95
Fold = 6.53

R=0.89
Fold = 12.7

GAPDH 163 - 186 + Phospho (ST) -0.72
FTSJ1 63 - 99 + Phospho (ST) -0.72

GPR75 183 - 199 + 2 Phospho (ST) -0.76
SH3GLB1 p-Y80 (z= 2) -0.77

GPR112 1978 - 2003 + Phospho (ST) -0.77
KLRG2 38 - 56 + Phospho (ST) -0.77

RBBP6 p-S1179 (z= 3) -0.84

ADAM8 683 - 688 + Phospho (ST) 1 1 1 1 1 0 # # # # 0 # 1 1 # # # # # # # 0.75
EPB41L3 p-S88 (z= 2) 1 2 2 # # # # 0 # # # # # # # # # # # # # 0.71

KRT25 2 - 10 + Phospho (ST) 2 # 1 0 # 0 0 1 # # # # 1 0 # # # # # # # 0.70
SKIV2L p-T185 (z= 2) 1 2 2 # # # 2 1 1 # # # # # # # # # # # # 0.68
RBMX p-S208 (z= 2) 2 1 3 # # # # # # # # # # # # # # # # # # 0.68

AHNAK p-S135 (z= 3) 2 2 2 # # # 0 # 0 # # # # # # # # # # # # 0.67
KIAA0825 p-T632 (z= 3) 1 2 3 # # # # # # # # # # # # # # # # # # 0.65

RPS6 233 - 238 + 2 Phospho (ST) 1 1 0 1 1 1 # # # # # # # # 0 # # 0 # # # 0.65


