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Supplemental Figure 3 
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C)	
   Molecular Function Size Enrichment p-value
RNA binding 365 1.51E-06
mRNA binding 214 2.26E-05
RNA splicing factor activity, transesterification mechanism 175 4.75E-05
protein kinase activity 431 9.27E-04
ubiquitin-protein ligase activity 189 3.03E-03
transferase activity 1318 3.29E-03
ligase activity 384 6.32E-03
kinase activity 561 1.18E-02
translation initiation factor activity 56 1.91E-02
catalytic activity 4165 3.47E-02


