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[Left] For the TFBS polymorphisms identified by Degner et al. [13], 

observed-to-expected ratios were obtained as the ratio of the relative 

enrichment of polymorphic dinucleotides in TFBSs to the relative 

enrichment of all dinucleotides in TFBSs.  

 

[Right] For each TFBS CpG, differential methylation levels between 

B lymphocytes and other cell types (ESC: embryonic stem cell, HPC: 

hematopoietic progenitor cell, and neutrophil) were calculated.  


