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The number of open chromatin regions we identified that overlap with 

peaks identified from the public FAIRE-seq and DNase-seq data for the 

GM12878 lymphoblastoid cells. Our FAIRE regions were extended 10 ~ 

200 bp before overlapping. Approximately 83% of the FAIRE regions that 

we found to overlap with the public FAIRE data were confirmed by the 

public DNase I data.  


