Description of Additional Supplementary Files
Supplementary Data 1: Differentially methylated meWAS CpGs crossing the Bonferroni-corrected significance threshold of P <  0.05/86,518
Supplementary Data 2: List of 177 migraine-associated meWAS CpGs robustly associated (and colocalised) with migraine
Supplementary Data 3: List of 177 CpGs robustly associated (and colocalised) with migraine along with the predictor SNP having smallest migraine GWAS p-value
Supplementary Data 4: List of 58 independent established migraine risk loci from the migraine GWAS published by Hautakangas et al. (2022)
Supplementary Data 5: 11 novel migraine risk loci not reaching genome-wide significance in migraine GWAS by Hautakangas et al. (2022)
Supplementary Data 6: List of 82 genes having differential expression predicted by SMultiXcan annotated to 140 differentially methylated meWAS CpGs
Supplementary Data 7: List of 177 robustly associated (and colocalised) CpGs annotated to 638 genes having differential expression associated with migraine (via SMultiXcan) using ± 250 kb window
Supplementary Data 8: List of 91 genes crossing experiment-wide Bonferroni-corrected threshold of P < 7.84×10–5 (0.05/638)
Supplementary Data 9: Co-localisation results for 120 migraine-associated meWAS CpGs (PP4 > 0.5) with 78 differentially expressed (and co-localised genes)
Supplementary Data 10: STRING protein–protein interaction network edges for the prioritised gene set identified from colocalisation analysis (Supplementary Data 9)
Supplementary Data 11: Characterisation of established migraine GWAS risk loci and comparison of annotation with the Illumina manifest file
Supplementary Data 12: Top colocalised SNPs linking migraine GWAS, methylation, and gene expression at established risk loci
Supplementary Data 13: Characterisation of novel migraine GWAS risk loci and comparison of annotation with the Illumina manifest file
Supplementary Data 14: Top colocalised SNPs linking migraine GWAS, DNA methylation, and gene expression at putative novel risk loci
Supplementary Data 15: Association statistics and linkage disequilibrium for predictor SNPs at putative novel migraine risk loci

