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tiRNA-Met overexpression altered alternative splicing events in MDA-MB-231 Cells. A The heat map displayed the normalized counts for exons with sufficient coverage, with color coding representing the log2(x + 1)-transformed normalized counts. B The volcano density plot illustrated the relationship between the FDR-corrected adjusted p-values of exons and the log2 fold change between tiRNA-Met overexpression and control samples. C The analysis included junction counts and read counts for the target exons derived from RNA sequencing data. Abbreviations: A3SS, alternative 30 splice site; A5SS, alternative 50 splice site; MXE, mutually exclusive; RI, retained intron; SE, skipped exon.    
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