Supplementary Table 1. The relationship between CUEDC1 expression and clinical features in ER-positive breast cancer patients

	Characteristics
	All cases
	CUEDC1
	Chi-square value
	P value

	
	
	Low
	High
	
	

	All cases
Age
	50 
	5 
	45 
	
	

	<50
	23 
	2 
	21 
	0.043 
	0.8348 

	≥50
	27 
	3 
	24 
	
	

	T stage
	
	
	
	
	

	T1
	38 
	4 
	34 
	52.716647 
	3.853584e-13*

	T2/T3/T4
N stage
	12 
	1 
	11 
	
	

	N0/N1
	36 
	5 
	31 
	49.975844 
	1.556533e-12*

	N2/N3
M stage
	14 
	0 
	14 
	
	

	M0
	46 
	5 
	41 
	63.804283 
	1.332268e-15*

	M1
	4 
	0 
	4 
	
	

	TNM stage
	
	
	
	
	

	I/II
	33 
	4 
	29 
	45.765634 
	1.332812e-11*

	III/IV
	17 
	1 
	16 
	
	



*P＜0.05










Supplementary Table 2. Primers used in the study.
	Gene name
	Primer
	Sequence

	CUEDC1
	Forward (5’ to 3’)
	TGGCTGTCGGAAACGACTTT

	
	Reverse (5’ to 3’)
	GGGTGGACTTTCCCATGTGT

	MAZ
	Forward (5’ to 3’)
	ACACGAGGAGAAAGTGCCAT

	
	Reverse (5’ to 3’)
	CTGCCGTGGTGAAGCCTTT

	RNF43
	Forward (5’ to 3’)
	CCGACAGCGCAACAGGAAT

	
	Reverse (5’ to 3’)
	AGTCGTAGTTTTGGCCCTTCC

	CACNG4
	Forward (5’ to 3’)
	CCCAGAGGACAATGACTACGA

	
	Reverse (5’ to 3’)
	TCAGCCACAATGAAAGACAGAG

	ALDOA
	Forward (5’ to 3’)
	AACTTTCCTCTGCCTAGCCC

	
		Reverse (5’ to 3’)
	GTACAGGCACAGTCGCAGAG

	ENO1
	Forward (5’ to 3’)
	GCCGTGAACGAGAAGTCCTG

	
	Reverse (5’ to 3’)
	ACGCCTGAAGAGACTCGGT

	PDK1
	Forward (5’ to 3’)
	CTGTGATACGGATCAGAAACCG

	
	Reverse (5’ to 3’)
	TCCACCAAACAATAAAGAGTGCT

	PDK2
	Forward (5’ to 3’)
	ATGAAAGAGATCAACCTGCTTCC

	
	Reverse (5’ to 3’)
	GGCTCTGGACATACCAGCTC

	PFKL
	Forward (5’ to 3’)
	GGTGCCAAAGTCTTCCTCAT

	
	Reverse (5’ to 3’)
	GATGATGTTGGAGACGCTCA

	GLUT1
	Forward (5’ to 3’)
	GCTCATCAACCGCAACGA

	
	Reverse (5’ to 3’)
	CACAAACAGCGACACGACAG

	β-ACTIN
	Forward (5’ to 3’)
	GCCGAGGACTTTGATTGC

	
	Reverse (5’ to 3’)
	CCTGTGTGGACTTGGGAGA












Supplementary Table 3. The sequences of shRNAs or siRNAs.
	Identifier
	
	
	
	
	Forward (5’-3’)

	shCUED1#1
	
	
	
	
	GATCCGCTACAAGCCAGAGACGCTATCTTCAAGAGAGATAGC
GTCTCTGGCTTGTAGTTTTTTG

	shCUED1#2
	
	
	
	
	GATCCGGATTACGACATCATCGAATGTTCAAGAGACATTCGAT
GATGTCGTAATCCTTTTTTG

	shCUED1#3
	
	
	
	
	GATCCGTACGAATCCCAGAAATCTAAATTCAAGAGATTTAGAT
TTCTGGGATTCGTATTTTTTG

	siESR1
	
	
	
	
	[bookmark: _GoBack]GCUACUGUGCAGUGUGCAAUG

	siMAZ#1
	
	
	
	
	CAACAGUCACGUCAGACAAGU

	siMAZ#2
	
	
	
	
	GCCUUGGAGAAGAAGACAAAG 

	shCACNG4#1
	
	
	
	
	GATCGGCTGCATCGAAGGGATCTATACTCGAGTATAGATCCCT
TCGATGCAGCTTTTTT

	shCACNG4#2
	
	
	
	
	GATCGGAGTTGAGGTTTAAGACCAAACTCGAGTTTGGTCTTA
AACCTCAACTCTTTTTT

	siCACNG4
	
	
	
	
	GCAUCGAAGGGAUCUAUAAAG



















Supplementary Table 4. Primer sequences used for PCR analysis in ChIP assay
	Primers
	Primer sequences

	ChIP primer1
	F: 5’-TGGGTGACAGAGCGAAACTC-3’
R: 5’-ACACTCCTCCCACACTCTCA-3’

	ChIP primer2
	F:5’-GCTCTCAGTTACAACCTGGGA-3’

	
	R:5’-ACCTAGGGGATCTGAGGGAAG-3’



