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Supplementary Figure 4: Expression levels (ng/mL) of biomarker candidates in
serum collected from patients with NSCLC (n=94) and healthy volunteer
controls (n=189) are shown. Median level and interquartile range are plotted.
Markers in the upper section (n=6) represent proteins resolved through MS
analysis. The lower section (n=3) represents well-characterized lung cancer
biomarkers.




