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Title of data: Table 3. Sex-combined Mendelian randomization estimates of total kimchi intake on risk of reduced HDL-cholesterol.
Description of data: A sex-combined two-sample Mendelian randomization analysis was performed. Independent instruments were SNPs associated with total kimchi intake at p < 5×10⁻⁵ following LD clumping (r² < 0.001). MR, Mendelian randomization; SNP, single nucleotide polymorphism; HDL-C, high-density lipoprotein cholesterol; OR, odds ratio; CI, confidence interval; SD, standard deviation; Q, Cochran’s Q statistic; SE, standard error.
	All (n = 53060)

	MR
	Heterogeneity
	Pleiotropy

	method
	Number of SNPs
	p
	OR (95% Cl)
	Q
	p
	Intercept
	SE
	p

	MR Egger
	87
	0.566 
	0.998 (0.990, 1.005)
	80.474 
	0.619 
	0.008 
	0.017 
	0.637 

	Weighted median
	87
	0.550 
	0.999 (0.994, 1.003)
	
	
	
	
	

	Inverse variance weighted
	87
	0.733 
	0.999 (0.996, 1.003)
	80.698 
	0.641 
	
	
	

	Weighted mode
	87
	0.480 
	0.995 (0.983, 1.008)
	　
	　
	　
	　
	　



