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Title of data: Table 4. Sex-specific Mendelian randomization estimates of total kimchi intake on risk of reduced HDL-cholesterol after sodium-adjusted exposure GWAS.
Description of data: Sex-specific two-sample Mendelian randomization analyses were conducted as secondary analyses to approximate a sodium-independent effect. For each sex, SNP instruments for total kimchi intake were derived from a sodium-adjusted exposure GWAS at p < 5×10⁻⁵ and LD-clumped at r² < 0.001. Analyses were performed identically in men and women. MR, Mendelian randomization; SNP, single nucleotide polymorphism; HDL-C, high-density lipoprotein cholesterol; OR, odds ratio; CI, confidence interval; SD, standard deviation; Q, Cochran’s Q statistic; SE, standard error.
	Men (n = 18447)

	MR
	Heterogeneity
	Pleiotropy

	method
	Number of SNPs
	p
	OR (95% Cl)
	Q
	p
	Intercept
	SE
	p

	MR Egger
	69
	0.530 
	0.997 (0.988, 1.006)
	63.583 
	0.596 
	0.009 
	0.018 
	0.632 

	Weighted median
	69
	0.188 
	0.996 (0.991, 1.002)
	
	
	
	
	

	Inverse variance weighted
	69
	0.650 
	0.999 (0.995, 1.003)
	63.814 
	0.621 
	
	
	

	Weighted mode
	69
	0.510 
	0.995 (0.981, 1.009)
	　
	　
	　
	　
	　

	women (n = 34583)

	MR
	Heterogeneity
	Pleiotropy

	method
	Number of SNPs
	p
	OR (95% Cl)
	Q
	p
	Intercept
	SE
	p

	MR Egger
	76
	0.645 
	1.003 (0.991, 1.015)
	75.486 
	0.430 
	-0.007 
	0.017 
	0.688 

	Weighted median
	76
	0.963 
	1.000 (0.992, 1.008)
	
	
	
	
	

	Inverse variance weighted
	76
	0.819 
	1.001 (0.995, 1.006)
	75.652 
	0.457 
	
	
	

	Weighted mode
	76
	0.850 
	0.998 (0.980, 1.016)
	　
	　
	　
	　
	　



