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Title of data: Table 6. Menopause-stratified Mendelian randomization estimates of the effect of total kimchi intake on risk of reduced HDL-cholesterol in women.
Description of data: Women were stratified by menopausal status based on questionnaire responses: postmenopausal (no menses for ≥12 months) and premenopausal (otherwise). Forty-four women with missing responses were excluded from these analyses. A two-sample Mendelian randomization analysis was conducted within each subgroup. SNP instruments for total kimchi intake were selected from the exposure GWAS at p < 5×10⁻⁵ and LD-clumped at r² < 0.001. MR, Mendelian randomization; SNP, single nucleotide polymorphism; HDL-C, high-density lipoprotein cholesterol; OR, odds ratio; CI, confidence interval; SD, standard deviation; Q, Cochran’s Q statistic; SE, standard error.
	post-menopausal (n = 21475)

	MR
	Heterogeneity
	Pleiotropy

	method
	Number of SNPs
	p
	OR (95% Cl)
	Q
	p
	Intercept
	SE
	p

	MR Egger
	99
	0.332 
	1.002 (0.998, 1.006)
	84.738 
	0.808 
	-0.017 
	0.015 
	0.257 

	Weighted median
	99
	0.459 
	1.001 (0.998, 1.004)
	
	
	
	
	

	Inverse variance weighted
	99
	0.956 
	1.000 (0.998, 1.002)
	86.039 
	0.801 
	
	
	

	Weighted mode
	99
	0.220 
	1.005 (0.997, 1.014)
	　
	　
	　
	　
	　

	pre-menopausal (n = 13064)

	MR
	　
	　
	　
	Heterogeneity
	　
	Pleiotropy
	　
	　

	method
	Number of SNPs
	p
	OR (95% Cl)
	Q
	p
	Intercept
	SE
	p

	MR Egger
	95
	0.046 
	1.004 (1.000, 1.008)
	99.073 
	0.314 
	-0.033 
	0.017 
	0.058 

	Weighted median
	95
	0.522 
	1.001 (0.998, 1.003)
	
	
	
	
	

	Inverse variance weighted
	95
	0.494 
	1.001 (0.999, 1.002)
	103.012 
	0.246 
	
	
	

	Weighted mode
	95
	0.676 
	1.001 (0.995, 1.008)
	　
	　
	　
	　
	　



