Additional file 2: Putative cis-acting elements and their sequences, positions and possible functions in the 5′-regulatory region of the OsAP77 gene.
	Cis-element
	Positions
	Function

	ABRE (Hwang et al. 2010)
	ACGT:(+): -1877 to -1874, -1412  to -1409,  -1324 to -1321, -1277 to -1274, -884 to -881, -637 to -634, -597 to -594, -566 to -563 -495 to -492 (9)
	The abscisic acid responsiveness

	CAAT-box
(Yang et al. 2011;  Hwang et al. 2010)
	CAAT: (+): -1993 to -1910, -940 to -937, -903 to -900, - 534 to -531, -459 to -456, -281 to -278, -172 to -169, -102 to -99, -59 to -56, (-): -1090 to -1087, -949 to -946, -516 to -513, -477 to -474, -449 to -446, CCAAT: (+) -535 to -531, -60 to -56, (-) -1090 to -1086, -449 to -445 (19)
	Common cis-acting element in promoter and enhancer regions

	GT-1 motif
(Tarzaghi and Casmore 1995)
	GAAAAA: (+): -1958 to -1953, -1765 to -1760, -869 to -664, (-): -971 to -966, -333 to -328 (5)
	Pathogen, SA and salt responsive elements

	GTGA motif
(Rogers et al. 2001)
	GTGA: (+): –1509 to -1506, -1288 to -1285, -1275 to -1272, -1226 to -1223, -1165 to -1162, -640 to -637, (-): -1064 to -1061, -668 to -665, -547 to -544, -382 to -379, -365 to -362, -322 to -319 (12)
	Cis-regulatory elements required for pollen expression

	STRE (Hwang et al. 2010)
	AGGGG: (+): -1964 to -1960, -1889 to 1885, -873 to -869, -797 to -794, (-): -135 to -131(5)
	Stress responsive elements

	TATA-box
(Yang et al. 2011;  Hwang et al. 2010)
	TATAAAT: (+): -505 to -499, (-): -433 to -427, TATTAAT: (+): -715 to -709,TATATAA: (+): -36 to -30, (-): -431 to -425, TTATTT: (+): -975 to -970, -376 to -371, (-): -1949 to -1944, -1258 to -1253, -858 to -853 (10)
	Core promoter element around −30 of transcription start

	TGACG-motif 
(Liu et al. 2009) 
	TGACG: (+): -1998 to -1994, -639 to -635, (-): -453 to -449 (3)  
	Methyl Jasmonate responsive elements

	VTRE (Yin et al. 1997; Hatton et al. 1995)
	GATA: (+): -443 to -440, (-): -1504 to -1501, -673 to -670, -649 to -446, -340 to -337, GCATC: -1622 to -1618, -1265 to -1221, CCCCT: (+): -135 to -131, (-): -1964 to -1960, -1889 to 1885, -797 to -794, -873 to -869 (12)
	Cis-acting regulatory element required for vascular tissue expression

	W-box (Hwang et al. 2010)
	TGAC: (+): -1998 to -1995, -1504 to -1501, -1217 to -1214, -1006 to -1003, -908 to -905, -725 to-722,  -639 to -636, (-): -1987 to -1984, -1329 to -1326, -1209 to -1206,  -471 to -468 (11) 
	Wounding and pathogen responsive elements


Figures in parenthesis represent the total number of sites. (+) current strand and (-) opposite strand
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