Table S2 The genetics of QTL1 and QTL11 in JHN by analyzing F3 population derived from selfing of a single F2 progeny containing either QTL1 or QTL11
	QTLs
	Blast isolates used for phenotyping 
	Number of F3 progenies
	Chi square analysis based on an expected 3(R):1(S) ratio

	
	
	Resistant (R)
	Susceptible (S)
	X2
	P value

	QTL1
	BN111
	907
	270
	2.665
	0.103

	QTL11
	PO6-6
	1,024
	322
	0.833
	0.361


