
MDHAAEAQRTDLMTITRHVLNEQGRHPESRGDFTILLSHIVLGCKFVASAVNKAGLAKLI 60 

************************************************************ 60 

 GLAGDTNVQGEEQKKLDVLSNEVFVKALVSSGRTCVLVSEENEEAIIVDAPLRGKYCVCF 120 

************************************************************ 120 

 DPLDGSSNIDCGVSIGTIFGIYMIKDKDNVTLDDVLQPGTDMLAAGYCMYGSSCTLVLST 180 

****************----------- Deleted 38 aa ------------****** 142 

 GNGVNGFTLDPSLGEFILTHPNIKIPNRGKIYSVNEGNAKNWDAPTAKFVEKCKFPQDGS 240 

************************************************************ 202 

 PSKSLRYIGSMVADVHRTLLYGGIFLYPADQKSPNGKLRVLYEVFPMSFLMEQAGGQAFT 300 

************************************************************ 262 

 GKQRALELVPRKIHDRSPIFLGSYDDVEDIKALYASESIIG 341 

***************************************** 303 

WT
oscfbp2-m1

WT
oscfbp2-m1

WT
oscfbp2-m1

WT
oscfbp2-m1

WT
oscfbp2-m1

WT
oscfbp2-m1

OscFBP2

WT oscfbp2-m1a  RT-PCR

b 


