Table S1. PCR primers used for construction of vectors, detection of positive transgenic plants, mutant analysis, and sequencing
	Gene (accession number)
	Primer name
	Forward primer (5’-3’)
	Reverse primer (5’-3’)
	Product size (nt)
	Use

	OsEDS1

(AK100117)
	OsEDS1BiFC-F/R
	TGGCGCGCCACTAGTGGATCCaATGCCGGCGGCGGCGGCGCTG
	CATCCCGGGAGCGGTACCaCCAGGGCACAAGTTTCGCGAT
	1863
	BiFC vector construction

	
	OsEDS1pMAL-F/R
	GGAAGGATTTCAGAATTCaATGCCGGCGGCGGCGGCG CTG
	GTCGACTCTAGAGGATCCaTTACCAGGGCACAAGTTTCGCGAT
	1866
	pMAL vector construction

	
	OsEDS1-F9/R
	GCTTTGCTGTTTCGCTACCT
	TCCCAAGTAATCCACGCAAAC
	1639
	Mutant analysis

	
	OsEDS1-PROF2/R2
	CCCGAATTCdgccagatcctgggggagtac
	ACGCGTCGACeCGTCGGGGAGCGGGAGCGCG
	2000
	OsEDS1 promoter amplification

	
	OsEDS1-F10/R5
	GCGTCGAC eGT ATG CCG GCG GCG GCG GCG CTG
	GGGGTACCf CCAGG GCACA AGTTT CGCGA
	1866
	EWT vector construction

	
	OsEDS1-F14/R14
	TATTCACAGGCCATTTATCA
	TATTGAACCCCCTGATAAAT
	
	Mutate 143S to 143L

	OsPAD4

(AK243523)
	OsPAD4BiFC-F/R
	TGGCGCGCCACTAGTGGATCCaATGCTTCTTCTTCGTCGTCGT
	CATCCCGGGAGCGGTACCaCCTTCTCTCCCGGCCATGGGT
	1648
	BiFC vectors construction

	
	OsPAD4-F11/R12
	CGGGATCCbATGCTTCTTCTTCGTCGTCGT
	GCTCTAGAcCTACCTTCTCTCCCGGCCAT
	1651
	pCOLD vectors construction

	AtEDS1

(NM_114678)
	AtEDS1-F3/R2
	TGGCGCGCCACTAGTGGATCCaATGGCGTTTGAAGCTCTTAC
	CATCCCGGGAGCGGTACCaGGTATCTGTTATTTCATCCA
	1869
	BiFC vectors construction

	
	AtEDS1-F1/R1
	GCGTCGACeatggcgtttgaagctcttac
	GGGGTACCfTCAGGTATCTGTTATTTCAT
	1869
	EAT vector construction

	AtPAD4

(NM_115103)
	AtPAD4-F1/R1
	TGGCGCGCCACTAGTGGATCCaATGGACGATTGTCGATTCGAGA
	CATCCCGGGAGCGGTACCaAGTCTCCATTGCGTCACTCTCA
	1623
	BiFC vectors construction

	Vector
	LSP2
	GAAGTACTCGCCGATAGTGGAAACC
	
	
	Mutant analysis


aThe underlined nucleotides are homologous recombination arms.

bThe underlined nucleotides are the digestion site of BamHI.

cThe underlined nucleotides are the digestion site of XbaI.

dThe underlined nucleotides are the digestion site of EcoRI.

eThe underlined nucleotides are the digestion site of SalI.

fThe underlined nucleotides are the digestion site of KpnI.
Table S2. Primers used for quantitative PCR in gene expression analysis

	Gene (accession number)
	Primer name
	Forward primer (5’-3’)
	Reverse primer (5’-3’)
	Product size (nt)

	OsEDS1

(AK100117)
	OsEDS1-F/ R
	TCAGTTGGATCCCCAGCAA
	TCCCAAGTAATCCACGCAAAC
	120

	PR1a

(AJ278436)
	PR1a-F/R
	CGTCTTCATCACCTGCAACTACTC
	CATGCATAAACACGTAGCATAGC
	130

	Actin
(X15865)
	Actin-F/R
	TGTATGCCAGTGGTCGTACCA
	CCAGCAAGGTCGAGACGAA
	121

	PAL01

(AK058306)
	PAL1-F/R
	AGGAGCTCGGCTGCGTATT
	ATGCCGAGGAACACCTTGTT
	120

	PAL02

(AK100346)
	PAL2-F/R
	AGCTGGTCAACGAGTTCTACA

ACA
	GAGGGAGTTGACGTCCTGGTT
	123

	PAL03

(AK240729)
	PAL3-F/R
	AGCACCACCCTGGACAGATC
	CTGTCCTGCCTCAGCTTCGT
	120

	PAL04

(Os05g35290)
	PAL4-F/R
	ATCGACCTGCGCCACATC
	GAGTTGGTGCTCAGCGTCTTC
	120

	PAL05

(Os02g41670)
	PAL5-F/R
	ATCCAAGGTGGCTTCTTCGA
	GGCAAGGACAGCAAGAATGTTC
	121

	PAL06

(AK068993)
	PAL6-F/R
	GGGCAACCCAGTGACCAA
	CGATTGCCTCGTCGGTCTT
	110

	PAL07

(AK067801)
	PAL7-F/R
	CCAACCCTGTGACCAACCAT
	GATCAAGAACGTCGAGGACATG
	120

	PAL08

(AK061959)
	PAL8-F/R
	GCTTCTTCGAGTTGCAGCCTAA
	CAGGACCTCGGCGAGGAT
	120

	PR5
(X68197)
	PR5-F/R
	CAACAGCAACTACCAAGTCGTCTT
	CAAGGTGTCGTTTTATTCATCAACTTT
	120

	AOS2

(AY062258)
	AOS2-F/R
	CAATACGTGTACTGGTCGAATGG
	AAGGTGTCGTACCGGAGGAA
	120

	WRKY13

(EF143611)
	WRKY13

-F/R
	TCAGTGGAGAAGCGGGTGGTG
	GGGTGGTTGTGCTCGAAGGAG
	253

	NH1

(AY923983)
	NH1-F/R
	CACGCCTAAGCCTCGGATTA
	TCAGTGAGCAGCATCCTGACTAG
	125

	WRKY45

(GQ331932)
	WRKY45

-F/R
	TTCCTTGTTGATG TGTCGTCTCA
	CCCCCAGCTCATA ATCAAGAAC
	131

	LOX 

(D14000)
	LOX-F/R
	GCATCCCCAACAGCACATC
	AATAAAGATTTGGGAGTGACATATTGG
	110

	JAZ8

(AK108738)
	JAZ8-F/R
	GAAGGCTCAACAGCTGACCAT
	TTGGTGGACGGGAAGTTCTC
	120


