
Table S2. Seed dormancy of Nipponbare and 9311, CSSLs and BILs

	Traita
	Parents
	bCSSLs
	cBILs

	
	Nipponbare
	9311
	Mean±SDd
	Range
	Mean±SD 
	Range

	G3d
	12.6±3.1**
	86.0±2.0 
	68.3±19.5
	3.0-97.0
	80.2±23.8
	0-100.0

	AUC
	7.2±1.9**
	49.5±1.6
	36.9±11.6
	2.2-58.2
	46.3±15.2
	0.5-74.8

	T50
	91.4±3.7 **
	47.1±0.8  
	54.9±9.2
	37.7-86.7
	50.2±16.1
	23.5-128.0

	G7d
	40.6±4.2**
	99.3±1.1 
	83.5±14.7
	14.0-100.0
	92.6±11.9
	13.0-100.0



[bookmark: _GoBack]a G3d, germination rate at 72 h after imbibition; G7d, maximum germination rate at 168 h after imbibition; T50, germination speed, which is the time to reach 50% germination of seeds; and AUC, area under the curve up to 168 h after imbibition. b CSSLs, chromosome segment substitution lines; c BILs, backcross inbred lines; d mean ± standard deviation. ** significance at P< 0.01.
