Table S3. Amino acids sequences alignment of three bHLH transcription factors.
	
	Full length
	
	Basic region
	
	HLH domain

	
	OsPa
	S1
	
	OsPa
	S1
	
	OsPa
	S1

	S1
	57.07%
	
	
	84.24%
	
	
	86.00%
	

	 OsPs
	51.00%
	43.81%
	
	75.68%
	73.51%
	
	88.00%
	84.00%



