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Description automatically generated with medium confidence]Supplementary Table 1: Alternative splicing events of 33,504 annotated HQ transcripts using AStalavista version 5 software. 
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Type of AS events AS code Exon-intron structure Number of AS events
Intron retention 172-,0 2,894
Exon skipping 1-27,0 248
Alternative acceptor splice sites 1-,2- 872
Alternative donor splice sites 1n,27 632
Other events 1,815
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