Supplemental Table 1. Primer pairs used in this study.
	Gene name 
	Primer name
	Primer sequence (5'-3')
	Goals

	Ubq
	UBQ-QF
	AAGAAGCTGAAGCATCCAGC
	 reference gene for Quantitative PCR 

	
	UBQ-QR
	CCAGGACAAGATGATCTGCC
	

	OsNADP-ME2
	NADP-ME2-QF
	AGCCCACTTTACCGCAACTA
	 Real-time Quantitative PCR

	
	NADP-ME2-QR
	TCACATCACGTCGAAAAGGA
	

	OsCPS1
	OsCPS1-QF
	TCAAGAGACACCGCCAGTTC
	 Real-time Quantitative PCR

	
	OsCPS1-QR
	ACAGTGCATGACCCTGGATG
	

	OsKS1
	OsKS1-QF
	CTCGATCAGCTGCCATTTGC
	 Real-time Quantitative PCR

	
	OsKS1-QR
	GCGGGCTTCAGACAATTCAC
	

	OsKAO
	OsKAO-QF
	CTCCTTCGTGTCCTTCCGTC
	 Real-time Quantitative PCR

	
	OsKAO-QR
	ACCACAGCTGAACCTTCCAC
	

	OsGA20ox1
	OsGA20ox1-QF
	TTCTTCCTCTGCCCGGAGAT
	 Real-time Quantitative PCR

	
	OsGA20ox1-QR
	CATGTCGGCCCTGTAGTGG
	

	OsGA20ox2
	OsGA20ox2-QF
	TCGCTGACGATCATGGAACT
	 Real-time Quantitative PCR

	
	OsGA20ox2-QR
	GTTGCACCGCATGATTGAGC
	

	OsGA20ox3
	OsGA20ox3-QF
	GCACTACCGGTCGGACAC
	 Real-time Quantitative PCR

	
	OsGA20ox3-QR
	TGTCGAGGCTTCATAGCCATT
	

	OsGA20ox4
	OsGA20ox4-QF
	ACCTAGGGGAGGTGTACCAG
	 Real-time Quantitative PCR

	
	OsGA20ox4-QR
	CGAAGAACTCCCTGTAGTATCCG
	

	OsGA3ox1
	OsGA3ox1-QF
	TTGACGTCGACGATTCACCT
	 Real-time Quantitative PCR

	
	OsGA3ox1-QR
	GTGAAGAAGCCTGAGTCCGT
	

	OsGA3ox2
	OsGA3ox2-QF
	CTTCTGTGACGTGATGGAGGAG
	 Real-time Quantitative PCR

	
	OsGA3ox2-QR
	CTCAAGAACAACCTCAGCAACTC
	

	OsGID1
	OsGID1-QF
	GGACAGGGACTGGTACTGGA
	 Real-time Quantitative PCR

	
	OsGID1-QR
	CGACACGAGATGAGGCTCT
	

	OsGID2
	OsGID2-QF
	CATGGTGGCATACAAAGCCG
	 Real-time Quantitative PCR

	
	OsGID2-QR
	AAGCACGGTCAGGAGAGTTG
	

	OsSLR1
	OsSLR1-QF
	GACTTGGAGCCGTTCATGCT
	 Real-time Quantitative PCR

	
	OsSLR1-QR
	AGCTCGAACACCGAGTTGAC
	

	OsPH1
	OsPH1-QF
	TTTATCAGGCGAGCAGACCC
	 Real-time Quantitative PCR

	
	OsPH1-QR
	ATGGTTCAGGCCCATAACGG
	

	OsGRF1
	OsGRF1-QF
	CCGCATGAGAAGAACAGCAAG
	 Real-time Quantitative PCR

	
	OsGRF1-QR
	TCATCATTGTGGTAGCGGGAG
	

	OsGRF2
	OsGRF2-QF
	TCGCCTTCCCTCCCCATC
	 Real-time Quantitative PCR

	
	OsGRF2-QR
	CGCCACTTCTGCCGTCC
	

	OsGRF8
	OsGRF4-QF
	AGCACCAGGCACTGATCTAC
	 Real-time Quantitative PCR

	
	OsGRF4-QR
	TACATCAGCACAGCCAGGAG
	

	OsNADP-ME2
	NADPME2-CRF
	TGCTGGGGATGGCATTCATT
	CRISPR/Cas9 editing mutant identification

	
	NADPME2-CRR
	GAGGTGGCGAAGGGGAAAAT
	





Supplemental Table 2. The recovery rate calculation of GA1, GA4 and GA7 in the blank controls.
	hormone
	concentration of internal standard control(ng/mL)
	detected concentration（ng/mL）
	recovery rate (%)

	GA1
	10
	9.346
	93.46

	GA4
	10
	9.743
	97.43

	GA7
	10
	9.184
	91.84



