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Additional file 1: Table S1. Gene primer sequences in real time quantitative PCR reaction

	Gene name
	Sequence of the primer (5’-3’)
	Accession number

	Mn-Sod
	F: TGGACAAATCTGTCACCCAA

R: ACGCATGTTCCCAGACATCTA
	NM 199976.1

	Cu/Zn-Sod
	F: TTTGGTGACAACACAAACGG

R: ACTTTCCTCATTGCCACCCTT
	NM 131294.1

	gpx
	F: TCCTGCAGTCTCTGAAATACG
R:TGTACCTCTTGAATGGTTCCC
	AY216589.1

	cas3
	F: CCGCTGCCCATCACTA

R: ATCCTTTCACGACCATCT
	NM131877

	cas9
	F: AAATACATAGCAAGGCAACC  

R: CACAGGGAATCAAGAAAGG
	NM152884

	apaf-1
	F: TATCAGGTTGTGGGAGACGGA

R: ACAAATGCAGCGTTTCTGCT
	AF251502.1

	bax
	F: ATGAGCTGGATGGAAATGC

R: CCTGTTCCCTGATCCAGTTAA
	AF231015.1

	p53
	F: GGGCAATCAGCGAGCAAA  

R: ACTGACCTTCCTGAGTCTCCA
	AF365873

	IL-8
	F: GTCGCTGCATTGAAACAGAA

R: CTTAACCCATGGAGCAGAGG
	XM_001342570.2

	cc-chem 
	F:TGCAGCTCAACCAGAAGATG

R:CTTTGACGCATGGAGGATTT  
	BC162421.1 

	CXCL-CIC
	F: CTGCTGCTTGCGGTAGTTTA 

R: TCAACTTTGTCGCAGTTTGG 
	NM_001115060 

	TRα 
	F:CTATGAACAGCACATCCGACAAGAG R:CACACCACACACGGCTCATC 
	NM_131396 

	tsh
	F: GCAGATCCTCACTTCACCTACC

R:GCACAGGTTTGGAGCATCTCA
	AY135147 

	dio1
	F: GTTCAAACAGCTTGTCAAGGACT

R: AGCAAGCCTCTCCTCCAAGTT
	BC076008

	ERα
	F: GGTCCAGTGTGGTGTCCTCT

R: GGTCCAGTGTGGTGTCCTCT
	AB037185

	ERβ1
	F: TTGTGTTCTCCAGCATGAGC

R: CCACATATGGGGAAGGAATG
	AJ414566

	cyp17
	F: TGGAGCTCTTTGCATGTTTG

R: AGCTCAGCATCTCCACGTTT
	AY281362.1

	cyp19a
	F: AGATGTCGAGTTAAAGATCCTGCA 

R: CGACCGGGTGAAAACGTAGA
	NM131154

	crh
	F: TTCGGGAAGTAACCACAAGC

R: CTGCACTCTATTCGCCTTCC
	NM_001007379

	gr
	F: AGACCTTGGTCCCCTTCACT

R: CGCCTTTAATCATGGGAGAA
	EF567112

	(-actin
	F: TCTTCCAGCCTTCCTTCCT

R: ATCTTCATGGTGGAAGGAGCA
	AF057040.1


