Table S1. Meta-analysis results of 16 overlapping genes.
	Gene ID
	SMD (95%CI)
	Effect model

	APOBEC3G*
	-0.52[-0.80；-0.23]
	Fixed

	CCL5*
	-0.29[-0.57；-0.01]
	Fixed

	CD8A*
	-0.28[-0.57；-0.00]
	Fixed

	CXCR3
	-0.27[-0.55；0.01]
	Fixed

	HLA-E
	-0.18[-0.46；0.10]
	Fixed

	HSPA1A
	-0.18[-0.54；0.19]
	Fixed

	IFNG
	 0.04[-0.23；0.32]
	Fixed

	IL2RG*
	 -0.33[-0.61；-0.05]
	Fixed

	IL32
	-0.25[-0.68；0.18]
	Random

	ISG20*
	-0.38[-0.69；-0.07]
	Fixed

	ITGB2*
	-0.35[-0.63；-0.06]
	Fixed

	JUN
	0.01[-0.27；0.29]
	Fixed

	LAT*
	-0.28[-0.57；-0.00]
	Fixed

	RAC2
	-0.23[-0.51；0.05]
	Fixed

	TNFAIP3
	-0.26[-0.53；0.02]
	Fixed

	TNFRSF18
	-0.25[-0.53；0.03]
	Fixed


Note: SMD stands for standard mean difference; 95% CI stands for 95% confidence interval; * represents significant differences in gene expression between groups.



Table S2. Basic clinical information of 9 patients with TNBC (Triple-negative breast cancer)
	Essential information

	Patient ID
	TNBC1
	TNBC2
	TNBC3
	TNBC4
	TNBC5
	TNBC6
	TNBC7
	TNBC8
	TNBC9

	Age
	30
	35
	50
	39
	42
	45
	47
	48
	43

	Gender
	F
	F
	F
	F
	F
	F
	F
	F
	F

	Pathological diagnosis

	ER status
	N
	N
	N
	N
	N
	N
	N
	N
	N

	PR status
	N
	N
	N
	N
	N
	N
	N
	N
	N

	HER2 status
	N
	N
	N
	N
	N
	N
	N
	N
	N

	TNM staging

	Tumor (T)
	T1
	T1
	T1
	T3
	T2
	T4
	T2
	T2
	T1

	Lymph node (N) 
	N0
	N0
	N1
	N2
	N2
	N2
	N0
	N0
	N1

	Metastasis  (M)
	M0
	M0
	M0
	M0
	M1
	M1
	M0
	M0
	M0


Note: N stands for Negative, F stands for Female.


Table S3. Sample information of the GEO database microarray dataset
	Dataset
	Platform
	Sample

	GSE46581
	GPL8432
	25 cases of early-stage TNBC, 16 cases of advanced-stage TNBC

	GSE76124
	GPL570
	18 cases of early-stage TNBC, 36 cases of advanced-stage TNBC

	GSE157284
	GPL570
	34 cases of early-stage TNBC, 12 cases of advanced-stage TNBC

	GSE45725
	GPL6883
	7 cases of early-stage TNBC, 31 cases of advanced-stage TNBC

	GSE53752
	GPL7264
	12 cases of early-stage TNBC, 14 cases of advanced-stage TNBC

	GSE59595
	GPL8179
	13 cases of early-stage TNBC, 21 cases of advanced-stage TNBC




Table S4. RT-qPCR primer sequences
	Gene
	Primer

	CD8A (Human)
	F: 5'-TGGGCCGGATCTTTTCTGAG-3'

	
	R: 5'-GTACTGAGGCAGAAACGGGG-3'

	[bookmark: OLE_LINK28]IL2RG (Human)

	F: 5'- GAGCCGCTTTAACCCACTCT-3'

	
	R: 5'-CACGGCTTCCAATGCAAACA-3'

	ITGB2 (Human)
	F: 5'-AGACTGGTAGCAAAGCCCCC-3'

	
	R: 5'-CACTCCTGAGAGAGGACGC-3'

	IL2RG (Mouse)
	F: 5'-CCGGAGCAACAGAGATCGAA-3'

	
	R: 5'-AGGAAGGATTCTCGTTTCAGC-3

	GAPDH (Human)
	F: 5'-GGCTGTTGTCATACTTCTCATGG-3'

	
	R: 5'-GGAGCGAGATCCCTCCAAAAT-3

	GAPDH (Mouse)
	F: 5'-TGATGGGTGTGAACCACGAG-3'

	
	R: 5'-AGTGATGGCATGGACTGTGG-3'


Note: F, forward; R, reverse.


Table S5. Details of the resistance product
	Name
	Cat.
	Species
	Dilution ratio
	Manufacturer
	Country

	CD8A
	SAB5700888
	Human and Mouse
	[bookmark: _GoBack]1: 1000
	Sigma Aldrich
	USA

	IL2RG
	PA5-115413
	Human and Mouse
	1: 1000
	Thermo Fisher
	USA

	ITGB2
	37-1300
	Human
	1: 1000
	Thermo Fisher
	USA

	GZMB
	14-8822-82
	Human and Mouse
	1: 1000
	Thermo Fisher
	USA

	GADPH
	SAB4300645
	Human and Mouse
	1: 1000
	Sigma Aldrich
	USA




