Additional File 4: Figure S1.

Figure S1. Manhattan and Q-Q plots of genome-wide association analyses for TeW and TeP generated with GAPIT, EMMAX, GenABEL (GRAMMAR) and GEMMA software.
The solid line indicates genome-wide significance of association (P-value < 5.48 × 10−7). TeW = testis weight; TeP = testis percentage.
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