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[bookmark: _GoBack]Figure S4. Average linkage disequilibrium (LD) as a function of genomic distance between markers based on the Churra and Australian Merino 50K-Chip genotypes analyzed in the present study. The LD values (y-axis), provided as D’ and r2, are plotted against inter-marker distance bins (x- axis). For each case, the total number of marker pairs were assigned according to their physical distance into 14 categories: < 10 Kb, 10-20 Kb, 20-40 Kb, 40-60 Kb, 60-100 Kb, 200-500 Kb, 0.5-1 Mb, 1-2 Mb, 2-5 Mb, 5-10 Mb, 10-20 Mb, 20-50 Mb or > 50 Mb.
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