[bookmark: _GoBack]Figure S4. Plots of the biological networks most significantly enriched by the most informative genes for RFI classification in liver (A and B) and duodenum tissues (C and D): (A) Carbohydrate Metabolism, Cellular Growth and Proliferation, Organismal Development; (B) Cell Morphology, Cellular Assembly and Organization, Cellular Development; (C) Cell Death and Survival, Connective Tissue Development and Function, Skeletal and Muscular System Development and Function; (D) Cell-To-Cell Signaling and Interaction, Inflammatory Response, Cellular Assembly and Organization. The node color indicates the degree of expression: (red) up-regulated and (green) down-regulated in the Low RFI group relative to the High RFI group. The shape of nodes indicates the functional classes of the gene products. 
A

[image: ]B













[image: ]








C


[image: ]













D


[image: ]
image1.jpeg
Complex
Ereyme i)
Group/Complex A
Srowth ator

inase

Prosphaase
Tansmamrano focptor
oer

— Relationship
= Relationship

© 2000-3018 CAAGEN. Al ights reasrvad.




image2.jpeg
Complex
7 CytokinelGrowth Factar
\ Enayme
GroupiCamplex

Kinase.

Peptidase

Transeription Regulator

7 Transparter
) other

— Relationship

= Relatiansnip

seliies

@ 20002019 QIAGEN AN rights rescoves,




image3.jpeg
Gompiex
Enzyme

GroupiComplex

7 Kinaso

Ligand.dependent Nuclear Receptor
Peptidase

Transcription Reguiator
Transmembrane Receptor

Other

— Relationship
Relationshp.

S OOy




image4.jpeg
o chemicaiToxicant N
pl i PARPBP.

T ton Ghannel
otner

" poptizse

©) Transcripion Reguistor
' Transmembrane Roceptor
7 Tranaponer

otner
— Relatonship
— = Retationship




