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	[bookmark: _Hlk39828391][bookmark: _Hlk41464561]BW28
	Male
	1,240±393
	749.2±509.6
	-364.0±401.7
	—
	6,717±400
	0.15±0.05
	0.09±0.06
	—

	
	Female
	2,993±781
	1,604±1,149
	-724.0±849.3
	—
	7,008±702
	0.28±0.07
	0.15±0.10
	—

	BW42
	Male
	3,755±1,047
	829.3±1,088.0
	-749.7±953.7
	—
	16,253±1,001
	0.19±0.05
	0.04±0.05
	—

	
	Female
	9,172±2,030
	4,507±2,610
	-4,682±2,107
	—
	14,799±1,655
	0.39±0.08
	0.19±0.11
	—

	ADFI
	Male
	25.66±6.77
	5.29±6.08
	-7.52±5.86
	—
	98.03±6.23
	0.21±0.05
	0.04±0.05
	—

	
	Female
	49.03±10.00
	22.38±11.30
	-27.30±9.62
	—
	63.01±7.77
	0.46±0.09
	0.21±0.10
	—

	RFI
	Male
	6.36±1.81
	1.67±1.84
	-1.80±1.63
	0.22±1.44
	27.74±1.73
	0.19±0.05
	0.05±0.05
	0.01±0.04

	
	Female
	12.26±3.00
	4.29±2.69
	-3.30±2.80
	—
	23.85±2.34
	0.33±0.08
	0.12±0.07
	—

	[bookmark: OLE_LINK22][bookmark: OLE_LINK23][bookmark: OLE_LINK24]RFIa
	Male
	4.57±2.67
	3.27±3.68
	-3.85±2.89
	1.62±2.63
	30.38±2.81
	0.13±0.07
	0.09±0.10
	0.04±0.07

	
	Female
	7.10±2.25
	1.66±2.18
	-1.21±2.16
	—
	23.99±2.03
	0.23±0.07
	0.05±0.07
	—

	ADG
	Male
	6.20±1.87
	—
	—
	0.28±1.64
	44.22±2.44
	0.12±0.04
	—
	0.01±0.03

	
	Female
	12.98±3.32
	6.97±4.03
	-8.23±3.36
	—
	27.72±2.85
	0.33±0.08
	0.18±0.10
	—

	FCR
	Male
	0.0008±0.0003
	—
	—
	—
	0.0089±0.0004
	0.08±0.03
	—
	—

	
	Female
	0.0024±0.0008
	0.0010±0.0007
	—
	—
	0.0117±0.0009
	0.16±0.05
	0.06±0.05
	—

	AbF
	Male
	18.71±5.75
	2.71±6.31
	—
	—
	65.13±6.10
	0.22±0.06
	0.03±0.07
	—

	
	Female
	49.03±8.80
	26.01±9.99
	-26.90±8.56
	—
	44.96±6.36
	0.53±0.09
	0.28±0.10
	—


aBW28, body weight at 28 d of age; BW42, body weight at 42 d of age; ADFI, average daily feed intake; RFI, residual feed intake; RFIa, residual feed intake adjusted for weight of abdominal fat; ADG, average daily gain; FCR, feed conversion ratio; AbF, weight of abdominal fat.
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