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[image: ]Additional File 6: Figure S4: Linkage disequilibrium (r2) heatmap of chromosome 5 region associated with Chios sheep resilience to hot weather conditions.
This region is extending between the furthest SNP markers above the genome-wide and suggestive significance thresholds spanning a region of 2.41 Mb for animal resilience to temperature change in hot weather. The pairwise LD between these two SNP markers is illustrated at the bottom right part.
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