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Figure S1 Chromosomal alignment concordance between ARS-UCD1.2 on x-axis and Abondance

&
=
E3
El
=
=
=
&

17943M  20506M 23068 M

B126M 763N 10253M  12818M 15378M

256.3M

2315 M

18005 M 20578 W

A THTM 102890 12881M  15433M

257.2M

Heret

e | He.

He... Her.. Her..

ARSAICD_2 B 0 1Y

e .. et He._per JH._|HH_ |1 H ) | oL

Herej ]

“10F

/

Heel

.

/

| | | | |
27590 BE1GM  B2TTM MO3TM  13TREM  1G355M  19314M  220T3M 248321

16 | Her.

Her... | Her... Her..|

ARS-UCTH 2 Bieu5 0 1Y

Hev. [Her...Her.. He..Her.H.. H..H..[H. HoH.| | H.H.

g0 w0 copl 205 oy ovl 20p 200~ 0pl onb ool orl st ont ot pl ot il plvty

pere. I
i

=

i

I I I I I
21590 5518M  BTTM  M03TM  13TREM  16055M  19314M  Z20T3M 24832

assemblies on y-axis: a) 40740, b) 40743, c) 40744, d) 40745, and e) 40752

S0k i0r ™ 207 0l 0vl2vl Lot cuvl vt con Lok oy oot okl p i

£pA0F SHNIAC

FL0F SANIA0

5



2305M

179280 20480 M

B122M  76B3M  10245M  12808M 15367 M

256.1M

2306.3M

17938 M 20501 W

51250 TEBAM  1025M 12813 1537.5M

256.3M

20410

724N 20481 M

512M 7680 1024M 12800 M 153610

256 M

ARSAICD?_2 Biaus 1Y b ARSAICD_2 B 0 1Y

Hetef.. Here..Her.. Her..| Her... Her..Her. |Her. Her.. He..Her.JH..H.. H[H.. HL., | H.H I | Hee.| m Heref..|Here.|Her..[Het..|Her... Her. Hes. Her...Her... He..Her JH.H.JH..H. Ho o) | Hope ||| | .
5 =
=
— o /// —
= = W -
l/ = /
= = e
/ = 8 =
. I = =
/ | = IS
= N b
= 2 Lo
= =
. =5 = / =
B z =
/ Eo . B2
= @ = iy}
o= =
o5 = o3
Rl = S's
B¢ =4
i =
5 = / 5
= g =
/ 2 - / =
/ 3 = 5
F = = &
bS] = =
< 5 / .
= = i
& =R S z
S bz o
5 =
i = T
/ B = &
& 3 =
g & §
/ 5 / 5
bl 8
1 | | : I | | | 1 '
2759M  3518M B2FTM 11007M  1378EM  1B355M  19G14M 22073 M 248320 27590 B518M  B2TTM  1M103TM  1373&M  16355M  19314M  Z20TIM  24832M
ARS-UCD_2 Biaud 0 1Y d ARS-UCE_2 Bieus 0 1Y
Heref... Here..|Her. [Her... Her.. Her..|Her. JHer.. Hew.. He.. Her./H... [H. HoHo HoHef | HoHL | ] | Here..| Heref...Here.. |Her..|Het... | Her.. Her.. Hex. Her...Her.. He. . Her JH.. [H.. H.oHo HoHof | HoHel | ] | Here.| B0
E= ”’ &
. = B i
= /
s . / P
— & i
4
/' = = -
, - i z
Vi = = i
7 [ = -
/ = g // -
E =
= = =
‘< & = 4 :
= B ?
=8 S8
Sz = B2
&8 = — =8
/ 29 g / [0
=& = -]
/ c% = Vs EES
/ kS 5 / =
= = =
B =
/ = N g
/ [ & &
s 8 = P
/ ’ 5 & :
N4 z = &
/ g 3 &
& &
s 3 / ]
7 / &
. 1 | | : | | | | 1
2759M  5518M  BZRTM  MOBTM  1HEEM  1BS5SM 19314 M 22073M 248320 7590 5514M  G27TM MD3TM  13TEEM  16GR5M  19314M  2207T3M  24532M
ARS-UCDI_2 Btau§ 0 1Y f ARS-ICE 2 Btau§ 0 1Y
Heref. [Here..|Her.. Her.. Her... Her..[Her. jHer. . Her. He.. HerfHo. [H. HoHe Ho i) | HoHa || | Heref. [Here.,|Her...[Her.. Her... Her..[Her. Her.. Her.. He.Her fH.. [H...Ho Ho Ho o) | Hofe | ] | Here.| BN
L =
v 4 = /
e — = [—
b=
8
= -
/ =
= =
/ = =
/ 5 -
4 s = /
/s £ P /
: - /
= = 7/
s = & yd
Eo .
/ sz = S
/ B g /
// 5d - . /
B 2 4
“ B ) /
v 5 -
L =—
/ § © K P
= £
iy =
= o —
= o
=
= =
&
= g
v =
/ 3 /
E
+ 5

I I I I I I I I
759M  5518M  BEFTM  MD3TM  1372EM  IBSHOM  19314M 22073 M 24832M ZI590  5513M 827 7M. MO3TM  1Z7T9EM  1GBASM  19314M  Z20T3M  24832M



25550 B10GM  7EBAM 102190 1277.3M  15328M  17882M  20M3TM 22092

ARSAICD?_2 Biaus 1Y
Heref. Here...\Her ‘HSL‘HE(.HEL..HB’ Her...Her.. He.. Her.|H. ‘H H. |H H. |H.. | H.ﬁ ‘ ‘ ‘ |HB’E ‘
B

e

yl

PP SN0

e e e el e e ey e

| | |
2759M  531.8M  B2FTM M03FM  1372EM  1B35SM 19314 M 2207T3IM  2483.21

Figure S2 Chromosomal alignment concordance between ARS-UCD1.2 on x-axis and Aubrac
assemblies on y-axis: a) 40754, b) 40755, ¢) 40756, d) 40758, €) 40768, f) 41133, and g) 41147



G0B2M  7623M  10164M  12705M  15246M 17BN 2032BM 228689

25410

51280 TEOIM 102550 1281.8M  153B3M  174EM 20510 23074W

2640

Heref..[Hare..|Her.. Her.. | Her... Hefr..|He"

ARSAICD?_2 Biaus 1Y

Her. Her..He._fterJH_H..H_JH HLHL| | H.f

Here) ]
®

[gar

/

//

/

“GRL0R 2000 0% * 20wl 207! 207l vl vl ovlaonl orl vk ont e 8l vk p v wboskw by

| | |
2759M  531.8M  B2FTM M03FM  1372EM  1B35SM 19314 M 2207T3IM  2483.21

Heref... Here..|Her. |Her.. Her... Hef..|Her. |

ARS-UCD1_2 Biaud 0 1Y
[Her...Her... He... Her..|H. ..

Here..| B
I &

009 64001 a0el 60 20pl s0pl 2t 202t 20w w20 -colon w0t ot p el

I I I
7580 518N BZTTM  1M03TM  1378EM  E55OM  19314M 22073 M 24832M

58400"SHNIAC

0620F SN3IT

5120 788 M 1024W  1280M 15360 M 17921M  Z04BAM  2304.1M

258 W

B1240  TERZM 102420 1280.3M  15363M 17924 M 20dBAM  23045M

256.1M

Heret

e | He.

Her.. | Her.. Her...He:.

Her.. Her...

ARSAICD_2 B 0 1Y
BT [H o P Ho ] | e

e I
”

Fazp

£8408 S3HNIAC

/

| | | | |
27590 BE1GM  B2TTM MO3TM  13TREM  1G355M  19314M  220T3M 248321

Heel

16 | Her.

Her.. | Her... Her... He. |

Her...Her...

ARS-UCD?_2 Baud 0 1Y
e {H..

Here.| B
s

T T v P v RV v e A L

=0

I3

PELY SHNIO0

I I I I I
21590 5518M  BTTM  M03TM  13TREM  16055M  19314M  Z20T3M 24832

w810 80~ 209 20¢1 20k 2051200 20l vl an et el ¥ ey

Figure S3 Chromosomal alignment concordance between ARS-UCD1.2 on x-axis and Blonde
d’Aquitaine assemblies on y-axis: a) 40783, b) 40785, c) 40790, and d) 40794
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Figure S4 Chromosomal alignment concordance between ARS-UCD1.2 on x-axis and Brown Swiss
assemblies on y-axis: a) 40977, b) 40978, c) 40979, d) 40980, and e) 40981
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Figure S6 Chromosomal alignment concordance between ARS-UCD1.2 on x-axis and Holstein
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Figure S8 Chromosomal alignment concordance between ARS-UCD1.2 on x-axis and Montbéliarde

Hetef.. Here..Her.. Her..| Her... Her..Her. |Her. Her.. He..Her.JH..H.. H[H.. HL., | H.H I | e
B
p £
=
=
/ 9
/ -
4 i
E
7 2
B
E
/ ]
/ Y g
e B
&
/ &
b
=
7/
/ 3
V4 E
/ :
/ E
=]
. | | | :
2759M  3518M B2FTM 11007M  1378EM  1B355M  19G14M 22073 M 248320
ARS-UCD_2 Biaud 0 1Y
Heref... Here..|Her. [Her... Her.. Her..|Her. JHer.. Hew.. He.. Her./H... [H. HoHo HoHef | HoHL | ] | Here..|
clos
p I
S =
7 =
rd =
Ve e
7 =
=
-
"
/s B
=
=
/ E
S E
/ B
=
=
/ 8
/ &
=
8
1 / g
/ 5
=
/ E
- 1 | | £
2759M  5518M  BZRTM  MOBTM  1HEEM  1BS5SM 19314 M 22073M 248320
ARS-UCDI_2 Btau§ 0 1Y
Heref. [Here..|Her.. Her.. Her... Her..[Her. jHer. . Her. He.. HerfHo. [H. HoHe Ho i) | HoHa || | Here”ﬂ [ | .
.7 2
i [—
/ :
4 =
=
=
7 =
=
=
Ve &
/ 5
/ c
/ i
=
3
=
/ B
. / =
=
2
E
rd 2
[
=
=
e £
g
# =
’ g
I b

80506"SHNIAC

£180F 5N390

/60 SINIIQ

B185M  TTABM 033N 12013M  15405K  18078M  2066M 2343 M

258.3M

23043 M

17922M 20482 W

F1240  TEBAM  10244M  12804M  15362M

258M

Heret

e | He.

Her.. | Her.. Her...He:.

ARSAICD_2 B 0 1Y

... He..er JH_H.H_ . . | Hf

N

E3
| |
w0

/

Heel

80806l 050850 50+l conlsaplcutcovtcod~op  sortsod-or oo pl gty el 1 Fl

| | | | |
27590 BE1GM  B2TTM MO3TM  13TREM  1G355M  19314M  220T3M 248321

16 | Her.

Her.. | Her... Her... He-..

ARS-UCTH 2 Bieu5 0 1Y

JHer.Her..He..Her. |H..[H..H.H. H.H.| | H.H..

pere. I
p

g0

y

/

e e B e e B L R R U e i

I I I I I
21590 5518M  BTTM  M03TM  13TREM  16055M  19314M  Z20T3M 24832

assemblies on y-axis: a) 40506, b) 40509, c) 40613, d) 40639, and e) 40975

40505 SHNIAC

8590¢ SINIA0



2306 M

179350 2040.7 M

G124M  T6BTM  10249M  12B1AM  1537.3M

25621

231540

18008 M 20581 W

5450 THAM  1026M 12883 M 15436M

BLIM

B13IM

179906 20561 M

514m mn 1028M  1285M 154210

25TM

ARSAICD?_2 Biaus 1Y b ARSAICD_2 B 0 1Y

Hetef.. Here..Her.. Her..| Her... Her..Her. |Her. Her.. He..Her.JH..H.. H[H.. HL., | H.H I | Hee.) W Heref..|Here.|Her..[Het..|Her... Her. Hes. Her...Her... He..Her JH.H.JH..H. Ho o) | Hope |||
S8 &
; L H
/ = L
/ = g B
— = =
— = —
IS =
/ =
= = -
/ I E b
/ IS = o
= = e
/- = < / -
g = 2 5
/ = - . 5
/7 £ g =
2 ;
ey &
5o - B
o =
s =3 =y
s 8 =
] - / =
= = =
I 5] =
5 = &
i b=
5 = 3
bl = 3
& 2 s =
= ~ 5
/ 5 z &
= s
/ 5 = =
Fid bz b=
& =
Eai = 2
-] ~ =
I & / 2
/ & 2
= ’ =
: 1 | | : ’ I | | | 1
2759M  3518M B2FTM 11007M  1378EM  1B355M  19G14M 22073 M 248320 27590 B518M  B2TTM  1M103TM  1373&M  16355M  19314M  Z20TIM  24832M
ARS-UCD_2 Biaud 0 1Y d ARS-UCE_2 Bieus 0 1Y
Heref... Here..|Her. [Her... Her.. Her..|Her. JHer.. Hew.. He.. Her./H... [H. HoHo HoHef | HoHL | ] | Here..| Heref...Here.. |Her..|Het... | Her.. Her.. Hex. Her...Her.. He. . Her JH.. [H.. H.oHo HoHof | HoHel | ] | Here.| B0
S B ;s
4 = s =
— =
= | =
7 - (i
yd = I -
= 5 -
e = E -
7 = = /s =
/ i % N /7 2
P - - g i
= = =
4 i 2 4
o 3 4 =
: 58 . i £
52 = 5
b 3
B2 £ z
S'a 5 &
; ] -
/ 55 _ =
i = i
- =
- g :
/ 8 - / g
= = / B
& = =
= B / =
& = =
= / B
& = &2
£ = =
& = &
i o= &
= =
/ = = / ?
/ 2 & 2
/ 5 / 2
. 1 | | ; : | | | | 1
2759M  5518M  BZRTM  MOBTM  1HEEM  1BS5SM 19314 M 22073M 248320 7590 5514M  G27TM MD3TM  13TEEM  16GR5M  19314M  2207T3M  24532M
ARS-UCDI_2 Btau§ 0 1Y f ARS-ICE 2 Btau§ 0 1Y
Heref. [Here..|Her.. Her.. Her... Her..[Her. jHer. . Her. He.. HerfHo. [H. HoHe Ho i) | HoHa || | Here.| B . Heref. [Here.,|Her...[Her.. Her... Her..[Her. Her.. Her.. He.Her fH.. [H...Ho Ho Ho o) | Hofe | ] | Here.| BN N
- . &
= /
/' = £ /
iV = = S =
=
/ = = -
rd = BT "
4 - = =
/ = = =
- i =
/ : z A
/ 5 v z
Ve [ a8 7/ 5
= 2 / B
5o - / =
= R
& g = Io’ F=3
b s_
Ve & & Vs s
EL B
E = N
z g &
= = .
/ = - &
/ 3 z s
/ 5 £ / &
s 5 = V4 5
= == 5
= ~ =
/ Z 5 g
/ - £
/ & 2
- g L. f

I I I I I I I I
759M  5518M  BEFTM  MD3TM  1372EM  IBSHOM  19314M 22073 M 24832M ZI590  5513M 827 7M. MO3TM  1Z7T9EM  1GBASM  19314M  Z20T3M  24832M

pEs0r SAHNIAQ

0850 SINIA0

Ee50r SINIIT



25590 GILFM TETEM 102340 1278.3M 15350 M 17HIM 204BBM 23027

ARSAICD?_2 Biaus 1Y
Heref. Here...\Her ‘HSL‘HE(.HEL.. IHe-. JHer...Her. He.. Her.|H. ‘H H. |H H. |H.. | H.ﬁ ‘ ‘ ‘ |HB’E ‘
e

Fs01p

A

SOtk S3N3IQ

Ve

/

| | |
2759M  531.8M  B2FTM M03FM  1372EM  1B35SM 19314 M 2207T3IM  2483.21

E L TR R R R R B R B T EI TR BT i R i W

Figure S9 Chromosomal alignment concordance between ARS-UCD1.2 on x-axis and Normande
assemblies on y-axis: a) 40513, b) 40524, c) 40528, d) 40530, €) 40585, f) 40593, and g) 41045
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Figure S10 Chromosomal alignment concordance between ARS-UCD1.2 on x-axis and Parthenaise
assemblies on y-axis: a) 41053, b) 41054, and c¢) 41055
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Figure S11 Chromosomal alignment concordance between ARS-UCD1.2 on x-axis and Rouge
Flamande assemblies on y-axis: a) 41215, and b) 41216
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Figure S12 Chromosomal alignment concordance between ARS-UCD1.2 on x-axis and Simmental
assemblies on y-axis: a) 40987, b) 40989, and c¢) 40990
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Figure S13 Chromosomal alignment concordance between ARS-UCD1.2 on x-axis and Tarentaise
assemblies on y-axis: a) 40773, b) 40774, c) 40776, d) 40777, and e) 40781
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Figure S14 Chromosomal alignment concordance between ARS-UCD1.2 on x-axis and VVosgienne
assemblies on y-axis: a) 41185, b) 41186, c) 41187, and d) 41188



